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IMMUNOGENIC COMPOSITIONS FOR STREPTOCOCCUS AG ALA CTIAE 

This application claims the benefit and incorporates by reference in its entirety U.S. 
provisional application 60/548 5 789 5 filed February 26, 2004 and claims priority to International Patent 
5 Application No. PCT/US03/29167, Attorney Reference No. PP19766.002, filed on September 15, 
2003, incorporated herein in its entirety. 

FIELD OF THE INVENTION 

The invention relates to an immunogenic antigen derived from Streptococcus agalactiae 
10 ("GBS") and its use in combinations with other GBS antigens to provide for broader coverage among 
different GBS strains. In particular, the invention relates to a composition comprising a combination 
of two or more GBS antigens, wherein the combination includes GBS 80 or a fragment thereof. The 
combination may include GBS 80 and at least one other GBS antigen. For example, the combination 
may include GBS 80 and rip to thirteen GBS antigens. In a preferred embodiment, the combination 
15 may include GBS 80 and up to ten GBS antigens. In a more preferred embodiment, the combination 
may include GBS 80 and up to five GBS antigens. In one embodiment, the combinatian may consist 
of two to thirteen GBS antigens selected from an antigen group consisting of GBS 80, GBS 91, GBS 
104, GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, 
and GBS 691. Preferably, the combination includes GBS 80 in combination with one or more of GBS 
20 104 and GBS 322. 

BACKGROUND OF THE INVENTION 

GBS has emerged in the last 20 years as the major cause of neonatal sepsis and meningitis 
that affect 0.5 — 3 per 1000 live births, and an important cause of morbidity among the older age 

25 group affecting 5-8 per 100,000 of the population. Current disease management strategies rely on 
intrapartum antibiotics and neonatal monitoring which have reduced neonatal case mortality from 
>50% in the 1970's to less than 10% in the 1990's. Nevertheless, there is still considerable morbidity 
and mortality and the management is expensive. 15 — 35% of pregnant women are asymptomatic 
carriers and at high risk of transmitting the disease to their babies. Risk of neonatal infection is 

30 associated with low serotype specific maternal antibodies and high titers are believed to be protective. 

In addition, invasive GBS disease is increasingly recognized in elderly adults with underlying disease 

such as diabetes and cancer. 

The "B" in "GBS" refers to the Lancefield classification, which is based on the antigenicity of 

a carbohydrate which is soluble in dilute acid and called the C carbohydrate, Lancefield. identified 13 

35 types of C carbohydrate, designated A to O, that could be serologically differentiated. The organisms 
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that most commonly infect humans are found in groups A, B, D, and G. Within group B, strains can 
be divided into at least 9 serotypes (la, lb, Ia/c, II, in, IV, V, VI, VII and VET) based on the structure 
of their polysaccharide capsule. In the past, serotypes la, lb, II, and III were equally prevalent in 
normal vaginal carriage and early onset sepsis in newborns. Type V GBS has emerged as an 
5 important cause of GBS infection in the USA, however, and strains of types VI and VIII have become 
prevalent among Japanese women. 

The genome sequence of a serotype V strain 2603 V/R has been published (Ref. 1) and 
various polypeptides for use a vaccine antigens have been identified (Ref. 2). The vaccines currently 
in clinical trials, however, are based on polysaccharide antigens. These suffer from serotype- 
10 specificity and poor immunogenicity, and so there is a need for effective vaccines against S.agalactiae 
infection. 

It is an object of the invention to provide further and improved compositions for providing 
immunity against GBS disease and/or infection. The compositions are based on a combination of two 
or more (e.g., three or more) GBS antigens. 

15 

SUMMARY OF THE INVENTION 

Applicants have discovered that an immunogenic GBS antigen, GBS 80, is particularly 
suitable for immunization purposes, especially when used in combination with other GBS antigens. 
The combination may include GBS 80 and at least one other GBS antigen or up to thirteen other GBS 

20 antigens. In a preferred embodiment, the combination may include GBS 80 and up to 10 GBS 

antigens. In a more preferred embodiment, the combination includes GBS 80 and up to five GBS 
antigens. In particular, the invention relates to a composition comprising a combination of two or 
more GBS antigens, wherein the combination includes GBS 80 or a fragment thereof. In one 
embodiment, the combination may consist of two to thirteen GBS antigens selected from the group 

25 consisting of GBS 80, GBS 91, GBS 104, GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 
338, GBS 361, GBS 404, GBS 690, and GBS 691. Preferably, the combination consists of GBS 80, 
GBS 104 and GBS 322. 

Instead of the full length antigen, the combination may comprise an immunogenic fragment 
of the selected GBS antigen and/or a polypeptide sequence having sequence identity to the selected 

30 antigen. 

Preferably, the combination of GBS antigens consists of three, four, five, six, seven, eight, 
nine, or ten GBS antigens. Still more preferably, the combination of GBS antigens consists of three, 
four, or five GBS antigens. 
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DETAILED DESCRIPTION OF THE INVENTION 

The practice of the present invention will employ, unless otherwise indicated, conventional 
methods of chemistry, biochemistry, molecular biology, immunology and pharmacology, within the 
skill of the art. Such techniques are explained folly in the literature. See, e.g., Remington's 
Pharmaceutical Sciences, Mack Publishing Company, Easton, Pa., 19th Edition (1995); Methods In 
Enzymology (S. Colowick and N. Kaplan, eds., Academic Press, Inc.); and Handbook of Experimental 
Immunology, Vols. I-IV (D.M. Weir and C.C. Blackwell, eds., 1986, Blackwell Scientific 
Publications); Sambrook, et al., Molecular Cloning: A Laboratory Manual (2nd Edition, 1989); 
Handbook of Surface and Colloidal Chemistry (Birdi, K.S. ed., CRC Press, 1997); Short Protocols in 
Molecular Biology, 4th ed. (Ausubel et al. eds., 1999, John Wiley & Sons); Molecular Biology 
Techniques: An Intensive Laboratory Course, (Ream et al., eds., 1998, Academic Press); PCR 
(Introduction to Biotechniques Series), 2nd ed. (Newton & Graham eds., 1997, Springer Verlag); 
Peters and Dalrymple, Fields Virology (2d ed), Fields et al. (eds.), B.N. Raven Press, New York, NY. 

All publications, patents and patent applications cited herein, are hereby incorporated by 
reference in their entireties. 

GBS Antigens 

5 As discussed above, the invention provides an immunogenic composition comprising a 

combination of two or more GBS antigens, wherein said combination includes GBS 80 or a fragment 
thereof. 

The combinations of GBS antigens may include polypeptide fragments of the identified GBS 
antigens. The length of the fragment may vary depending on the amino acid sequence of the specific 

10 GBS antigen, but the fragment is preferably at least 7 consecutive amino acids, {e.g. 8, 10, 12, 14, 16, 
18, 20, 25, 30, 35, 40, 50, 60, 70, 80, 90, 100, 150, 200 or more). Preferably the fragment comprises 
one or more epitopes from the sequence. Other preferred fragments include (1) the N-terminal signal 
peptides of each identified GBS antigen, (2) the identified GBS antigens without their N-terminal 
signal peptides, and (3) each identified GBS antigen wherein up to 10 amino acid residues (e.g. 1, 2, 

15 3, 4, 5, 6, 7, 8, 9, 10, 15, 20, 25 ormore) are deleted from the N-terminus and/or the C-terminus e.g. 
the N-terminal amino acid residue may be deleted. Other fragments omit one or more domains of the 
protein {e.g. omission of a signal peptide, of a cytoplasmic domain, of a transmembrane domain, or of 
an extracellular domain). 

The combinations of GBS antigens may include polypeptide sequences having sequence 

20 identity to the identified GBS antigens. The degree of sequence identity may vary depending on the 
amino acid sequence (a) in question, but is preferably greater than 50% (e.g. 60%, 65%, 70%, 75%, 
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80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99%, 99.5% or more). Polypeptides 
having sequence identity include homologs, orthologs, allelic variants and functional mutants of the 
identified GBS antigens. Typically, 50% identity or more between two proteins is considered to be an 
indication of functional equivalence. Identity between proteins is preferably determined by the 
Smith-Waterman homology search algorithm as implemented in the MPSRCH program (Oxford 
Molecular), using an affinity gap search with parameters gap open penalty=12 and gap extension 
penalty=l. 

The polypeptides can, of course, be prepared by various means {e.g. recombinant expression, 
purification from GBS, chemical synthesis etc.) and in various forms {e.g. native, fusions, 
glycosylated, non-glycosylated etc.). They are preferably prepared in substantially pure form {i.e. 
substantially free from other streptococcal or host cell proteins) or substantially isolated form. 
GBS 80 

As discussed above, the invention relates to the use of GBS 80 in synergistic combination 
with other GBS antigens. GBS 80 refers to a putative cell wall surface anchor family protein. 
Nucleotide and amino acid sequence of GBS 80 sequenced from serotype V isolated strain 2603 V/R 
are set forth in Ref. 2 as SEQ ID 8779 and SEQ ID 8780. These sequences are also set forth below as 
SEQ ID NOS 1 and 2: 

SEQ ID NO. 1 

ATGAAATTATCGAAGAAGTTATTGTTTTCGGCTGCTGTTTTAACAATGGTGGCGGGGTCAACTGTTGA 
ACCAGTAGCTCAGTTTGCGACTGGAATGAGTATTGTAAGAGCTGCAGAAGTGTCACAAGAACGCCCAG 
CGAAAACAACAGTAAATATCTATAAATTACAAGCTGATAGTTATAAATCGGAAATTACTTCTAATGGT 
GGT AT C GAGAAT AAA.GAC GGCGAAGTAATAT C T AAC TAT GC T AAACT T GGT GACAAT GTAAAAGGT T T 
GCAAGGT GT ACAGT TTAAAC GT TATAAAGT CAAGAC GGATAT T TCT GT T GAT GAAT T GAAAAAAT T GA 
CAACAGTTGAAGCAGCAGATGCAAAAGTTGGAACGATTCTTGAAGAAGGTGTCAGTCTACCTCAAAAA 
ACTAATGCTCAAGGTTTGGTCGTCGATGCTCTGGATTCAAAAAGTAATGTGAGATACTTGTATGTAGA 
AGAT T T AAAGAAT T C AC C T T C AAACAT T AC C AAAGC T TAT G C T GT AC CGTTTGTGTT GGAAT T AC C AG 

TTGCTAACTCTACAGGTACAGGTTTCCTTTCTGAAATTAATATTTACCCTAAAAACGTTGTAACTGAT 
GAAC CAAAAAC AGAT AAA GAT GT TAAAAAAT T AGGT CAGGAC GATGC AGGT TAT AC GAT T GGTGAAGA 

ATTCAAATGGTTCTTGAAATCTACAATCCCTGCCAATTTAGGTGACTATGAAAAATTTGAAATTACTG 
ATAAATTTGCAGATGGCTTGACTTATAAATCTGTTGGAAAAATCAAGATTGGTTCGAAAACACTGAAT 
AGAGAT GAG CAC T ACAC T ATT GATGAACCAAC AGT T GAT AAC CAAAAT AC AT TAAAAAT T ACGT T T AA 

ACCAGAGAAATTTAAAGAAATTGCTGAGCTACTTAAAGGAATGACCCTTGTTAAAAATCAAGATGCTC 
TTGATAAAGCTACTGCAAATACAGATGATGCGGCATTTTTGGAAATTCCAGTTGCATCAACTATTAAT 
GAAAAAGC AG T T T T AG G AAAAGC AAT T GAAAAT AC T T T T GAAC T T C AAT AT GAC CAT AC T C CT GAT AA 

AGCTGACAATCCAAAACCATCTAATCCTCCAAGAAAACCAGAAGTTCATACTGGTGGGAAACGATTTG 
TAAAGAAAGACTCAACAGAAACACAAACACTAGGTGGTGCTGAGTTTGATTTGTTGGCTTCTGATGGG 
ACAGCAGTAAAATGGACAGATGCTCTTATTAAAGCGAATACTAATAAAAACTATATTGCTGGAGAAGC 
T G T T AC T G GGC AAC C AAT C AAAT T GAAAT C AC AT AC AGAC G GT AC G T T T G AGAT T AAAG GTTTGGCTT 
AT G C AG T T GAT G C GAAT GC AGAGG G T AC AG C AGT AAC T T AC AAAT T AAAAGAAAC AAAAG CAC C AGAA 
GGT TAT G T AAT C C C T GAT AAAGAAAT C GAGT T T AC AGT AT CAC AAACAT C T T AT AAT AC AAAAC C AAC 
T GAC AT CAC G GT T GAT AGT G C T GAT G C AAC AC C T GAT AC AAT T AAAAAC AAC AAAC GT C C T T C AAT C C 

CTAATACTGGTGGTATTGGTACGGCTATCTTTGTCGCTATCGGTGCTGCGGTGATGGCTTTTGCTGTT 
AAGGGGATGAAGCGTCGTACAAAAGATAAC "~ 
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SEQ ID NO: 2 

MKLSKKLLFSAAVLTMVAGSTVEPVAQFATGMSIVRAAEVSQERPAKTTVNIYKLQADSYKSEITSNG 
GIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDISVDELKKLTTVEAADAKVGTILEEGVSLPQK 
5 TNAQGLWDALDSKSNVRYLYVEDLKNSPSNITKAYAVPFVLELPVANSTGTGFLSEINIYPKNVVTD 
EPKTDKDVKKLGQDDAGYTIGEEFKWFLKSTIPANLGDYEKFEITDKFADGLTYKSVGKIKIGSKTLN 
RDEHYTIDEPTVDNQNTLKITFKPEKFKEIAELLKGMTLVKNQDALDKATANTDDAAFLEIPVASTIN 
EKAVLGECAIENTFELQYDHTPDKADNPKPSNPPRKPEVHTGGKRFVKKDSTETQTLGGAEFDLLASDG 
TAVKWTDALIKANTNKNYIAGEAVTGQPIKLKSHTDGTFEIKGLAYAVDANAEGTAVTYKLKETKAPE 
10 GYVIPDKEIEFTVSQTSYMTKPTDITVDSADATPDTIKNNKRPSJPNr GGIGTAIFVAIGAAVMAFA V 
KGMKRRTKDN 

As described above, the combinations of the invention may include a fragment of a GBS 
antigen. In some instances, removal of one or more domains, such as a leader or signal sequence 

15 region, a transmembrane region, a cytoplasmic region or a cell wall anchoring motif, may facilitate 
cloning of the gene encoding the antigen and/or recombinant expression of the GBS protein. In 
addition, fragments comprising immunogenic epitopes of the cited GBS antigens may be used in the 
compositions of the invention. 

GBS 80 contains an N-terminal leader or signal sequence region which is indicated by the 

20 underlined sequence at the beginning of SEQ ID NO: 2 above. In one embodiment, one or more 

amino acids from the leader or signal sequence region of GBS 80 are removed. An example of such a 
GBS 80 fragment is set forth below as SEQ ID NO: 3: 



SEQ ID NO: 3 

25 AEVSQERPAKTTVNIYKLQADSYKSEITSNGGIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDI 
SVDELKKLTTVEAADAKVGTILEEGVSLPQKTNAQGLWDALDSKSNVRYLYVEDLKNSPSNITKAYA 
VPFVLELPVANSTGTGFLSEINIYPKNVVTDEPKTDKDVKKLGQDDAGYTIGEEFKWFLKSTIPANLG 
D YEKFE I T DKFADGLT YKS VGKIKI GSKTLNRDEHYT I DEPTVDNQNTLKI T FKPEKFKE I AELLKGM 
TLVKNQDALDKATANTDDAAFLEIPVASTINEKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPE 

30 VHTGGKRFVKKDSTETQTLGGAEFDLLASDGTAVKWTDALIKANTNKNYIAGEAVTGQPIKLKSHTDG 
TFEIKGLAYAVDANAEGTAVTYKLKETKAPEGYVIPDKEIEFTVSQTSYNTKPTDITVDSADATPDTI 
KNNKRPS I PNTGGI GTAI FVAI G AAVMA FAVKGMKRRT K DN 

GBS 80 contains a C-terminal transmembrane region which is indicated by the underlined 
35 sequence near the end of SEQ ID NO: 2 above. In one embodiment, one or more amino acids from 
the transmembrane region and/or a cytoplasmic region are removed. An example of such a GBS 80 
fragment is set forth below as SEQ ID NO: 4: 



SEQ ID NO: 4 

40 MKLSKKLLFSAAVLTMVAGSTVE PVAQFATGMSIVRAAEVSQERPAKTTVNIYKLQADSYKSEITSNG 
GIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDISVDELKKLTTVEAADAKVGTILEEGVSLPQK 
TNAQGLVVDALDSKSNVRYLYVEDLKNSPSNITKAYAVPFVLELPVANSTGTGFLSEINIYPKNVVTD 
EPKTDKDVKKLGQDDAGYT I GEE FKWFLKST I PANLGDYEKFE IT DKFADGLT YKS VGKIKI GSKTLN 
RDEHYTI DEPTVDNQNTLKI T FKPEKFKE IAELLKGMTLVKNQDALDKATANTDDAAFLE I PVAS TIN 

45 EKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPEVHTGGKRFVKKDSTETQTLGGAEFDLLASDG 
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TAVKWTDALIKANTNKNYIAGEAVTGQPIKLKSHTDGTFEIKGLAYAVDANAEGTAVTYKLKETKAPE 
GYVIPDKEIEFTVSQTSYNTKPTDITVDSADATPDTIKNNKRPS IPNTG 

GBS 80 contains an amino acid motif indicative of a cell wall anchor: SEQ ID NO: 5 
5 IPNTG (shown in italics in SEQ ID NO: 2 above). In some recombinant host cell systems, it may be 
preferable to remove this motif to facilitate secretion of a recombinant GBS 80 protein from the host 
cell. Accordingly, in one preferred fragment of GBS 80 for use in the invention, the transmembrane 
and/or cytoplasmic regions and the cell wall anchor motif are removed from GBS 80. An example of 
such a GBS 80 fragment is set forth below as SEQ ID NO: 6. 

10 

SEQ ID NO: 6 

MKLSKKLLFSAAVLTMVAGSTVEPVAQFATGMSIVRAAEVSQERPAKTTVNIYKLQADSYKSEITSNG 
GIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDISVDELKKLTTVEAADAKVGTILEEGVSLPQK 
TNAQGLVVDALDSKSNVRYLYVEDLKNSPSNITKAYAVPFVLELPVANSTGTGFLSEINI YPKNVVTD 
15 EPKTDKDVKKLGQDDAGYTIGEEFKWFLKSTIPANLGDYEKFEITDKFADGLTYKSVGKIKIGSKTLN 
RDEHYTIDEPTVDNQNTLKITFKPEKFKEIAELLKGMTLVKNQDALDKATANTDDAAFLEIPVASTIN 
EKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPEVHTGGKRFVKKDSTETQTLGGAEFDLLASDG 
TAVKWTDALIKANTNKNYIAGEAVTGQPIKLKSHTDGTFEIKGLAYAVDANAEGTAVTYKLKETKAPE 
GYVIPDKEIEFTVSQTSYNTKPTDITVDSADATPDTIKNNKRPS 

20 

Alternatively, in some recombinant host cell systems, it may be preferable to use the cell wall 
anchor motif to anchor the recombinantly expressed protein to the cell wall. The extracellular domain 
of the expressed protein may be cleaved during purification or the recombinant protein may be left 
attached to either inactivated host cells or cell membranes in the final composition. 
25 131 one embodiment, the leader or signal sequence region, the transmembrane and cytoplasmic 

regions and the cell wall anchor motif are removed from the GBS 80 sequence. An example of such a 
GBS 80 fragment is set forth below as SEQ ID NO: 7. 



SEQ ID NO: 7 

30 AEVSQERPAKTTVNI YKLQADSYKSEITSNGGIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDI 
SVDELKKLTTVEAADAKVGTILEEGVSLPQKTNAQGLVVDALDSKSNVRYLYVEDLKNSPSNITKAYA 
VPFVLELPVANSTGTGFLSEINIYPKNVVTDEPKTDKDVKKLGQDDAGYTIGEEFKWFLKSTIPANLG 
DYEKFEITDKFADGLTYKSVGKIKIGSKTLNRDEHYTIDEPTVDNQNTLKITFKPEKFKEIAELLKGM 
TLVKNQDALDKATANTDDAAFLEIPVASTINEKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPE 

35 VHTGGKRFVKKDSTETQTLGGAEFDLLASDGTAVKWTDALIKANTNKNYIAGEAVTGQPIKLKSHTDG 
T FE I KGLAYAVDANAE GTAVT YKLKE T KAPE G YVI P DKE I E FT VS QT S YNT KPT D I T VDS ADAT PDT I 
KNNKRPS 

Applicants have identified a particularly immunogenic fragment of the GBS 80 protein. This 
40 immunogenic fragment is located towards the N-terminus of the protein and is underlined in the GBS 
80 SEQ ID NO: 2 sequence below. The underlined fragment is set forth below as SEQ ID NO: 8. 
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SEQ ID NO: 2 

MKL S KKLL FS AAVLTMVAGS T VE P VAQFATGMS IVR AAEVSQERPAKTTVNI YKLQADS YKSEITSNG 
GIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDISVDELKKLTTVEAADAKVGTILEEGVSLPQK 
5 TNAQGLVVDALDSKSNVRYLYVEDLKNSPSNITKAYAVPFVLELPVANSTGTGFLSEINI YPKNVVTD 
E^KTDKDVKKLGQDDAGYT I GEE FKWFLKS T I PANLGD YEKFE I TDKFADGLT YKS VGKI KI GSKTLN 
RDEHYTIDEPTVDNQNTLKITFKPEKFKEIAELLKGM TLVKNQDALDKATANTDDAAFLEIPVASTIN 
EKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPEVHTGGKRFVKKDSTETQTLGGAEFDLLASDG 
TAVKWT DAL I KANTNKN Y I AGE AVT GQ P I KLKSHT DGT FE I KGLAYAVDANAE GT AVT YKLKETKAPE 
10 GYVI PDKE I E FTVS QT S YNTKPTDI TVDSADATPDT IKNNKRPS TPA7TGGI GTAI FVAI GAAVMAFAV 
KGMKRRT KDN 

SEQ ID NO: 8 

AEVSQERPAKTTVNIYKLQADSYKSEITSNGGIENKDGEVISNYAKLGDNVKGLQGVQFKRYKVKTDI 
15 SVDELKKLTTVEAADAKVGTILEEGVSLPQKTNAQGLVVDALDSKSNVRYLYVEDLKNSPSNITKAYA 
VPFVLELPVANSTGTGFLSEINIYPKNWTDEPKTDKDVKKLGQDDAGYTIGEEFKWFLKSTIPANLG 
DYEKFE I T DKFADGLT YKS VGKI KI GSKTLNRDEHYT I DEPTVDNQNTLKI T FKPEKFKE IAELLKG 

The immunogenicity of the protein encoded by SEQ ID NO: 7 was compared against PBS, 
20 GBS whole cell, GBS 80 (full length) and another fragment of GBS 80, located closer to the C- 
terminus of the peptide (SEQ ID NO: 9, below). 

SEQ ID NO: 9 

MTLVKNQDALDKATANTDDAAFLEIPVASTINEKAVLGKAIENTFELQYDHTPDKADNPKPSNPPRKPEVHTGGK 
RFVKKDSTETQTLGGAEFDLLASDGTAVECWTDALI KANTNKN YIAGEAVTGQPIKLKSHTDGTFEIKGLAYAVDA 
25 NAEGTAVTYKLKETKAPEGYVI PDKEIEFTVSQTS YNTKPTDI TVDSADATPDTIKNNKRPS 

Both an Active Maternal Immunization Assay and a Passive Maternal Immunization Assay 
were conducted on this collection of proteins. 

As used herein, an Active Maternal Immunization assay refers to an in vivo protection assay 

30 where female mice are immunized with the test antigen composition. The female mice are then bred 
and their pups are challenged with a lethal dose of GBS. Serum titers of the female mice during the 
immunization schedule are measured as well as the survival time of the pups after challenge. 

Specifically, the Active Maternal Immunization assays referred to herein used groups of four 
CD-I female mice (Charles River Laboratories, Calco Italy). These mice were immunized 

35 intraperitoneally with the selected proteins in Freund's adjuvant at days 1, 21 and 35, prior to 
breeding. 6-8 weeks old mice received 20 jug protein/dose when immunized with a single 
antigen, 30-45 ]ig protein/dose (15 jag each antigen) when immunized with combination of 
antigens. The immune response of the dams was monitored by using serum samples taken on day 
0 and 49. The female mice were bred 2-7 days after the last immunization (at approximately t= 

40 36 - 37), and typically had a gestation period of 21 days. Within 48 hours of birth, the pups were 
challenged via LP. with GBS in a dose approximately equal to an amount which would be 
sufficient to kill 70 - 90 % of imimmunized pups (as determined by empirical data gathered from 
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PBS control groups). The GBS challenge dose is preferably administered in 50jul of THB 
medium. Preferably, the pup challenge takes place at 56 to 61 days after the first immunization. 
The challenge inocula were prepared starting from frozen cultures diluted to the appropriate 
concentration with THB prior to use. Survival of pups was monitored for 5 days after challenge. 

As used herein, the Passive Maternal Immunization Assay refers to an in vivo protection assay 
where pregnant mice are passively immunized by injecting rabbit immune sera (or control sera) 
approximately 2 days before delivery. The pups are then challenged with a lethal dose of GBS. 

Specifically, the Passive Maternal Immunization Assay referred to herein used groups of 
pregnant GDI mice which were passively immunized by injecting 1 ml of rabbit immune sera or 
control sera via LP., 2 days before delivery. Newborn mice (24-48 hrs after birth) are challenged 
via LP. with a 70 - 90% lethal dose of GBS serotype III COH1 . The challenge dose, obtained by 
diluting a frozen mid log phase culture, was administered in 50jal of THB medium. 

For both assays, the number of pups surviving GBS infection was assessed every 12 hrs 
for 4 days. Statistical significance was estimated by Fisher's exact test. 

The results of each assay for immunization with SEQ ID NO: 7, SEQ ID NO: 8, PBS and 
GBS whole cell are set forth in Tables 1 and 2 below. 



TABLE 1: Active Maternal Immunization 


Antigen 


Alive/total 


%Survival 


Fisher's exact test 


PBS (neg control) 


13/80 


16% 




GBS (whole cell) 


54/65 


83% 


PO.00000001 


GBS80 (intact) 


62/70 


88% 


PO.00000001 


GBS80 (fragment) SEQ ID 7 


35/64 


55% 


P=0.0000013 


GBS80 (fragment) SEQ ID 8 


13/67 


19% 


P=0.66 




Table 2: Passive Maternal Immunization 


Antigen 


Alive/total 


%Survival 


Fisher's exact test 


PBS (neg control) 


12/42 


28% 




GBS (whole cell) 


48/52 


92% 


PO.00000001 


GBS80 (intact) 


48/55 


87% 


PO.00000001 


GBS80 (fragment) SEQ ID 7 


45/57 


79% 


PO.0000006 


GBS80 (fragment) SEQ ID 8 


13/54 


24% 


P=l 



As shown in Tables 1 and 2, immunization with the SEQ ID NO: 7 GBS 80 fragment 
provided a substantially improved survival rate for the challenged pups than the comparison SEQ ID 
NO: 8 GBS 80 fragment. These results indicate that the SEQ ID NO: 7 GBS 80 fragment may 
comprise an important immunogenic epitope of GBS 80. 
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Combinations including GBS 80 

The invention includes combinations of two or more GBS antigens wherein the combination 

includes GBS 80 or a fragment thereof. Applicants have discovered that GBS 80 is particularly 

suitable for immunization in combination with other GBS antigens and that these antigen 

combinations provide for a broader coverage among different GBS strains. 

Preferably, the combination of GBS antigens consists of three, four, five, six, seven, eight, 

nine, or ten GBS antigens. Still more preferably, the combination of GBS antigens consists of three, 

four, or five GBS antigens. 

Preferably, the combinations of the invention provide for improved immunogenicity over the 
immunogenicity of the antigens when administered alone. Improved immunogenicity may be 
measured, for example, by the Active Maternal Immunization Assay. As discussed above, this assay 
may be used to measure serum titers of the female mice during the immunization schedule as well as 
the survival time of the pups after challenge. Preferably, immunization with the immunogenic 
compositions of the invention yield an increase of at least 2 percentage points (preferably at least 3, 4 
or 5 percentage points) in the percent survival of the challenged pups as compared to the percent 
survival from maternal immunization with a single antigen of the composition when administered 
alone. Preferably, the increase is at least 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 
23, 24, 25, 26, 27, 28, 29 or 30 percentage points. Preferably, the GBS combinations of the invention 
comprising GBS 80 demonstrate an increase in the percent survival as compared to the percent 
survival from immunization with a non-GBS 80 antigen alone. 

According to one embodiment of the invention, combinations of antigens or fusion proteins 
containing a portion or portions of the antigens will include GBS 80 or a pportion thereof in 
combination with from one to 10 antigens, preferably one to 10 or less antigens. Such other antigens 
include by way of example and not limitation, GBS 67, GBS 91, GBS 104, GBS 184, GBS 276, GBS 
305, GBS 322, GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, and GBS 691. Still other antigens 
are identified in U.S. Serial Number 10/415,182, filed April 28, 2003, hereby incorporated in its 
entirety. 

Combinations, for example, can include GBS 80, GBS 104, GBS 322, and GBS 276, ; GBS 
80, GBS 338, GBS 330; GBS 80, GBS 330, GBS 104; GBS 80, GBS 104, GBS 404; GBS 80, GBS 
338, GBS 104; GBS 80, GBS 338, GBS404; GBS 338, GBS 330, GBS 104; GBS 338, GBS 104, 
GBS 404; GBS 80, GBS 330, GBS 404; GBS 80, GBS 322, GBS 104; GBS 80, GBS 322, GBS 276; 
GBS 80, GBS 322, GBS 91; GBS 80, GBS 104, GBS 276; GBS 80, GBS 104, GBS 91; GBS 80, GBS 
276, GBS 91; GBS 80, GBS 322, GBS 104; GBS 80, GBS 322, GBS 276; GBS 80, GBS 322, GBS 
91; GBS 80, GBS 104, GBS 276; GBS 80, GBS 104, GBS 91; GBS 80, GBS 276, GBS 91; GBS 80, 
GBS 690, GBS 691; GBS 80, GBS 690, GBS 338; GBS 80, GBS 690, GBS 305; GBS 80, GBS 691, 
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GBS 305; GBS 80, GBS 338, GBS 305; GBS 80, GBS 338, GBS 361; GBS 80, GBS 305, GBS 361; 
GBS 80, GBS 184, GBS 691; GBS 80, GBS 691, GBS 338; GBS 80, GBS 104, GBS 276, GBS 322; 
GBS 80, GBS 104, GBS 67, and GBS 322. Examples of combinations of the invention which 
demonstrate improved immunogenicity are set forth below. A more detailed description of the GBS 
5 antigens referred to in these experiments is set forth following the examples. 

EXAMPLE 1: Active Maternal Immunization Assay of GBS 80 alone vs. in combination 

In this example, the Active Maternal Immunization Assay was used to measure the percent 
1 0 survival of pups challenged with a Type III serotype of GBS (COH1 isolate), at t=56 days. The 
maternal mice were immunized according to the Active Maternal Immunization Assay schedule 
discussed above with GBS 80 alone, combinations of GBS antigens (with and without GBS 80), 
placebo (PBS) or inactivated whole cell GBS isolate as indicated in Table 3 below. In these 
experiments, the challenge dose for GBS Type III, strain isolate COH1 sufficient to kill 70 - 90 % of 
15 unimmunized pups is approximately equal to 10 x LD 50% (where LD 50% is the statistically derived 
Median Lethal Dose). 

Table 3: Active Maternal Immunization Assay of GBS 80 alone vs. in combination 



a- GBS 


I Challenge t=56 days 
Type m COH1 10 x LD 50% 
Alive/treated Survival % 


a-PBS 


3/26 


11 


a-GBS III 


9/20 


45 


80 


24/34 


70 


80+338+330 


39/40 


97 


80+330+104 


38/40 


95 


80+104+404 


24/24 


100 


80+338+104 


33/34 


97 


80+338+404 


30/30 


100 


338+330+104 


22/30 


73 


338+104+404 


24/37 


65 


80+330+404 


25/28 


89 



20 As shown in Table 3, combinations of GBS antigens which included GBS 80 demonstrated an 

improved immunogenicity over the use of the antigens alone. For example, immunization with GBS 
80 alone yielded a 70% survival rate among the challenged pups. Immunization with combinations of 
GBS 80 with GBS 338, GBS 330, GBS 104, and GBS 404 yielded 95 to 100% survival rate among 
the challenged pups. This is an increase of 25 to 30 percentage points. 

25 By comparison, combinations of these antigens which did not include GBS 80 failed to 

achieve the % survival of GBS 80 alone. For example, immunization with GBS 338, GBS 104 and 
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GBS 404 yielded a 65% survival rate. Replacement of any one of these antigens with GBS 80 
dramatically increased the percent survival rate to between 97 and 100%. This is an increase of 32 to 
35 percentage points. (See percent survival rates of GBS 80, 338, 101 (97%); GBS 80, 338, 404 
(100%) and GBS 80, 104, 404 (100%)). Similarly, immunization with GBS 338, 330 and 104 yielded 
a 73% survival rate. Replacement of any one of these antigens with GBS 80 increased the percent 
survival rate to between 95 - 97%. 

These findings indicate that protection from COH1 isolate is increased with use of GBS 80 in 
combination with other GBS antigens. 

EXAMPLE 2: Active Maternal Immunization Assay of GBS 80. 
GBS 322. GBS 276. GBS 104 alone vs. in combination 

In this example, the Active Maternal Immunization Assay was used to measure the percent 
survival of pups challenged with a Type III serotype of GBS (COH1 isolate) at t=56 days. The 
maternal mice were immunized according to the Active Maternal Immunization Assay schedule 
discussed above with a single GBS antigen, combinations of GBS antigens with GBS 80, and placebo 
(PBS) as indicated in Table 4 below. 

Table 4: Active Maternal Immunization Assay of GBS 80, GBS 322, 
GBS 276 or GBS 104 alone vs. in combination with GBS 80 





I Challenge t=56 days 


Type HI COH1 lOx LD 50% 


oc-GBS 


Alive/treated 


Survival % 


80 + 322 + 104 


27/27 


100 


80 + 322 + 276 


35/38 


92 


80 + 322 + 91 


24/24 


100 


80+ 104 + 276 


29/30 


97 


80+ 104 + 91 


36/40 


90 


80 + 276 + 91 


33/40 


82 


GBS 80 


24/30 


80 


GBS 322 


7/40 


17 


GBS 276 


13/37 


35 


GBS 104 


28/38 


74 


a-PBS 


2/27 


7 



As shown in Table 4, the combinations of the antigens with GBS 80 yielded improved 
immunogenicity over the use of the antigens alone. For example, immunization with GBS 322 alone 
yielded a 17 % survival rate among the challenged pups. Immunization with combinations of GBS 
322 with GBS 80 and another GBS antigen yielded survival rates of 92 - 100%. As another example, 
immunization with GBS 104 alone yielded a 74% survival rate. Immunization with combinations of 
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GBS 104 with GBS 80 and another GBS antigen yielded survival rates of 90 - 100%. As another 
example, immunization with GBS 276 alone yielded a 35% survival rate. Immunization with 
combinations of GBS 276 with GBS 80 and another GBS antigen yielded survival rates of 82 - 97%. 

Having demonstrated the immunogenicity of the above-described combinations, the duration 
of the immune response in the mouse model was further analysed. The maternal mice used in the 
above described Active Maternal Immunization Assay were mated a second time and the resulting 
pups challenged with a different GBS serotype (Type V 5 CJB 1 1 1 isolate) at a dramatically higher 
dose (300x LD 50%) at t=91 days. The parameters of this second, much stronger challenge were 
outside those of the standard Active Maternal Immunization Assay and were meant to probe the limits 
of the immunological memory generated from the original maternal immunization in the mouse 
model. Indication of immunological memory in this model under these conditions is thought to be 
significant. As shown in Table 5, even under these extreme conditions, increased survival rates were 
generally achieved, particularly for the combination comprising GBS 80, GBS 322 and GBS 104. It 
was surprising to note that the percent survival rate for the combination of GBS 80, GBS 233 and 
GBS 104 was 100% for both the first and second challenges. 



Table 5 : Second generation pups challenged with higher dose of different strain 



cc-GBS 


II Challenge t=91 days 
Type V CJB111 300x LD 50% 
Alive/treated 


Survival % 


80 + 322 + 104 


20/20 


100 


80 + 322 + 276 


32/37 


86 


80 + 322 + 91 


27/30 


90 


80+104 + 276 


22/37 


59 


80+ 104 + 91 


36/39 


92 


80 + 276 + 91 


23/28 


82 


GBS 80 


13/30 


43 


GBS 322 


25/30 


83 


GBS 276 


18/40 


45 


GBS 104 


21/39 


54 


a-PBS 


9/36 


25 



EXAMPLE 3: Active Maternal Immunization Assay of combinations of 
GBS 80 with GBS 690. GBS 691. GBS 338, GBS 305. GBS 361 and GBS 184 

In this example additional combinations of GBS antigens were used in the Active Maternal 
Immunization Assay, again with a GBS Type in COH1 isolate challenge. The maternal mice were 
immunized according to the Active Maternal Immunization Assay schedule described above with the 
combinations of GBS antigens set forth in Table 6 below. 
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Table 6: Active Maternal Immunization Assay using combinations of 
GBS 80 with GBS 690, GBS 691, GBS 338, GBS 305, GBS 361 and GBS 184 



I Challenge t=56 days 
Type HI COH1 lOx LD 50% 





<tvii v c/ iiremeci 


our vivai /o 


80 + 690 + 691 


26/29 


90 


80 + 690 + 338 


35/40 


87 


80 + 690 + 305 


34/35 


97 


80 + 691 + 305 


37/40 


92 


80 + 338 + 305 


25/30 


83 


80 + 338 + 361 


26/30 


87 


80 + 305+361 


23/30 


77 


80 + 184 + 691 


32/39 


82 


a-PBS 


10/40 


25 



The maternal mice in this model were also mated a second time and the resulting pups 
challenged with the same GBS isolate at a dramatically higher dose (lOOx LD 50%) at t=84 days. As 
in the example above, the parameters of this second, much stronger challenge were outside those of 
the standard Active Maternal Immunization Assay and were meant to probe the limits of the 
immunological memory generated from the original maternal immunization in the mouse model. As 
shown in Table 7, even under these extreme conditions, some of the survival rates remained at or 
above 70%. Surprisingly, the percent survival rates for the combination of GBS 80, GBS 184 and 
GBS 691 actually increased. 



Table 7: Second generation pups challenged with higher dose 





II Challenge t=84 days 




Type m COH1 lOOx LD 50% 


a-GBS 


Alive/treated 


Survival % 


80 + 690 + 691 


19/39 


49 


80 + 690 + 338 


21/30 


70 


80 + 690 + 305 


23/40 


57 


80 + 691 + 305 


22/30 


73 


80 + 338 + 305 


18/30 


60 


80 + 338 + 361 


25/40 


62 


80 + 305+361 


21/30 


70 


80+ 184 + 691 


35/40 


87 


a-PBS 


4/20 


20 
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EXAMPLE 4: Active M aternal I mmunization Assay using combinations of 
GBS 80 with GBS 690, GBS 691. GBS 338. GBS 305, and GBS 361 
In this example additional combinations of GBS antigens were used in the Active Maternal 

5 Immunization Assay, this time with a GBS Type V, CJB11 1 isolate challenge. In these experiments, 

the challenge dose for the GBS Type V, CJB1 1 1 isolate sufficient to kill 70 - 90% of unimmunized 

pups is approximately equal to 60 x LD 50% (where LD 50% is the statistically derived Median 

Lethal Dose). The maternal mice were immunized according to the Active Maternal Immunization 

Assay schedule described above with the combinations of GBS antigens set forth in Table 8 below. 

10 As shown in Table 8, in this particular challenge study with this specific Type V strain isolate, the 

survival rates for all of the combinations achieved at least 70%. 



Table 8: Active Maternal Immunization Assay using combinations of GBS 80 
with GBS 690, GBS 691, GBS 338, GBS 305 and GBS 361 





I Challenge t=56 days 




Type V CJB111 60x LD 50% 


oc-GBS 


Alive/treated 


Survival % 


80 + 690 + 691 


24/30 


80 


80 + 690 + 338 


11/17 


70 


80 + 691 + 338 


7/10 


70 


80 + 691 + 305 


21/30 


70 


80 + 338 + 305 


26/30 


87 


80 + 338 + 361 


26/30 


87 


80 + 305 +361 


28/30 


93 


GBS 80 


21/30 


70 


a-PBS 


5/18 


28 



15 

The maternal mice in this model were also mated a second time and the resulting pups 
challenged with the same GBS isolate at a dramatically higher dose (600x LD 50%) at t=84 days. As 
in the example above, the parameters of this second, much stronger challenge were outside those of 
the standard Active Maternal Immunization Assay and were meant to probe the limits of the 
20 immunological memory generated from the original maternal immunization in the mouse model. As 
shown in Table 9, even under these extreme conditions, some of the survival rates remained above 
70%. Surprisingly, the percent survival for two of the antigen groups actually increased (GBS 80, 
GBS 690 and GBs 338) and (GBS 80, GBS 691 and GBS 338). 
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Table 9: Second generation pups challenged with higher dose 





II Challenge t=84 days 




Type V CJB111 600x LD 50% 


a-GBS 


Alive/treated 


Survival % 


80 + 690 4* 691 


27/37 


73 


80 + 690 + 338 


15/20 


75 


80 + 691 + 338 


27/30 


90 


80 + 691 + 305 


23/40 


57 


80 + 338 + 305 


12/20 


60 


80 + 338 + 361 


24/30 


80 


80 + 305 +361 


24/30 


80 


GBS 80 


24/30 


80 


a-PBS 


ND 


ND 



EXAMPLE 5: Active Maternal Immunization Assay using combinations of 
GBS 80 with GBS 104, GBS 276, and GBS 322 
In this example an additional combination of GBS antigens was used in the Active Maternal 

Immunization Assay, this time with an isolate challenge of different GBS strains. In these 

experiments, the challenge dose for the different GBS strains was sufficient to kill 60 - 90% of 

unimmunized pups and is equal to 10 x LD 50% (where LD 50% is the statistically derived Median 

Lethal Dose). The maternal mice were immunized according to the Active Maternal Immunization 

Assay schedule described above with the combination of GBS 80 antigen with GBS 104, GBS 276, 

and GBS 322 antigens in the GBS strains set forth in Table 10 below. Survival % was observed with 

the GBS combination with two different adjuvants, Alum and Freunds. As shown in Tables 10 and 1 1, 

in this particular challenge study, the survival rates for the combination in all of the GBS strains 

achieved up to 96%. 
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Table 10: Active Maternal Immunization Assay using combinations of GBS 80 

with GBS 104, GBS 276, and GBS 322 - Alum adjuvant 
ALUM 



Mix=322+80+104+276 



GBS strains 


Type 


Alive/treated 


Survival % 


Alive/treated 


Survival % 


JM9130013 


VIII 


32/36 


89 


18/46 


40 


CJB111 


V 


118/145 


81 


21/110 


19 


COH1 


III 


96/115 


83 


22/104 


21 


M781 


in 


42/52 


81 


18/48 


38 


2603 


V 


79/145 


54 


28/128 


22 


18RS21 


n 


86/186 


46 


24/131 


18 


DK21 


n 


31/140 


22 


28/118 


24 


7357b- 


lb 


25/88 


28 


25/106 


23 


A909 


la 


4/40 


10 


9/60 


15 


090 


la 


2/31 


6 


4/53 


7 


SM053 


VII 


17/54 


31 


4/39 


10 



PBS 



Table 1 1 : Active Maternal Immunization Assay using combinations of GBS 80 

with GBS 104, GBS 276, and GBS 322 - Freund adjuvant 
== _^ = _ Freund 



Mix=322+80+104+276 



GBS strains 


Type 


Alive/treated 


Survival % 


Alive/treated 


Survival % 


JM9130013 


vm 


nd 


nd 




nd 


nd 


CJB111 


V 


47/49 


96 




12/46 


26 


COH1 


m 


47/50 


94 




12/50 


24 


M781 


in 


33/50 


66 




6/50 


12 


2603 


V 


28/30 


93 




8/48 


17 


18RS21 


n 


31/78 


40 




10/46 


22 


DK21 


n 


37/68 


54 




15/60 


25 


H36B 


lb 


8/38 


21 




5/60 


8 


7357b- 


lb 


29/50 


58 




5/50 


10 


A909 


la 


18/49 


37 




6/49 


12 



PBS 



Accordingly, the invention therefore includes compositions comprising combinations of two 
or more GBS antigens, wherein the combination includes GBS 80 or a fragment thereof or a 
polypeptide sequence having sequence identity thereto. 

In one embodiment, the combination may consist of two to thirteen GBS antigens, including 
GBS 80. As an example, the combination may contain GBS 80 and other GBS antigens selected from 
the group consisting of GBS 80, GBS 91, GBS 104, GBS 184, GBS 276, GBS 305, GBS 322, GBS 
330, GBS 338, GBS 361, GBS 404, GBS 690, and GBS 691. Preferably, the combination includes 
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GBS 80 in combination with one or more of GBS 104 and GBS 322. For example, the combination 
may include GBS 80, GBS 104, GBS 322 and GBS 67. 

Instead of the full length antigen, the combination may comprise an immunogenic fragment 
of the selected GBS antigen and/or a polypeptide sequence having sequence identity to the selected 
5 antigen. 

Preferably, the combination of GBS antigens consists of three, four, five, six, seven, eight, 
nine, or ten GBS antigens. Still more preferably, the combination of GBS antigens consists of three, 
four, or five GBS antigens. 

Details of examples of GBS antigens for use in combination with GBS 80 are set forth below. 

10 GBS 91 

GBS 91 refers to a GBS C3 binding polypeptide. Nucleotide and amino acid sequences of 
GBS 91 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8937 
and SEQ ID 8938. These sequences are set forth below as SEQ ID NOS 10 and 11: 



15 SEQ ID NO. 10 

ATGAAAAAAGGACAAGTAAATGATACTAAGCAATCTTACTCTCTACGTAAATATAAATTTGGTTTAGC 
ATCAGTAATTTTAGGGTCATTCATAATGGTCACAAGTCCTGTTTTTGCGGATCAAACTACATCGGTTC 
AAGTTAATAATCAGACAGGCACTAGTGTGGATGCTAATAATTCTTCCAATGAGACAAGTGCGTCAAGT 
GTGATTACTTCCAATAATGATAGTGTTCAAGCGTCTGATAAAGTTGTAAATAGTCAAAATACGGCAAC 
20 AAAGGACATTACTACTCCTTTAGTAGAGACAAAGCCAATGGTGGAAAAAACATTACCTGAACAAGGGA 
ATTATGTTTATAGCAAAGAAACCGAGGTGAAAAATACACCTTCAAAATCAGCCCCAGTAGCTTTCTAT 
GCAAAGAAAGGTGATAAAGTTTTCTATGACCAAGTATTTAATAAAGATAATGTGAAATGGATTTCATA 
TAAGTCTTTTTGTGGCGTACGTCGATACGCAGCTATTGAGTCACTAGATCCATCAGGAGGTTCAGAGA 
C T AAAG C AC CTACTCCT GT AAC AAAT T C AG GAAGC AAT AAT CAAGAGAAAAT AGC AAC GC AAG GAAAT 
25 TATACATTTTCACATAAAGTAGAAGTAAAAAATGAAGCTAAGGTAGCGAGTCCAACTCAATTTACATT 
GGACAAAGGAGACAGAATTTTTTACGACCAAATACTAACTATTGAAGGAAATCAGTGGTTATCTTATA 
AATCATTCAATGGTGTTCGTCGTTTTGTTTTGCTAGGTAAAGCATCTTCAGTAGAAAAAACTGAAGAT 
-AAAG AAAAAG TGTCTCCT C AAC CAC AAGCC C GT AT T AC T AAAAC T G GT AG AC T GAC TAT T T C T AAC GA 

AlACAACTACAGGTTTTGATATTTTAATTACGAATATTAAAGATGATAACGGTATCGCTGCTGTTAAGG 

30 taccggtttggactgaacaaggagggcaagatgatattaaatggtatacagctgtaactactggggat 
ggcaactacaaagtagctgtatcatttgctgaccataagaatgagaagggtctttataatattcattt 
atactaccaagaagctagtgggacacttgtaggtgtaacaggaactaaagtgacagtagctggaacta 

-ATTCTTCT C AAGAAC C TAT T G AAAAT GGT T TAG C AAAGAC T GGT GT T TAT AAT AT TAT C G GAAGT AC T 

gaagtaaaaaatgaagctaaaatatcaagtcagacccaatttactttagaaaaaggtgacaaaataaa 
35 ttatgatcaagtattgacagcagatggttaccagtggatttcttacaaatcttatagtggtgttcgtc 
gctatattcctgtgaaaaagctaactacaagtagtgaaaaagcgaaagatgaggcgactaaaccgact 
agttatcccaacttacctaaaacaggtacctatacatttactaaaactgtagatgtgaaaagtcaacc 
taaagtatcaagtccagtggaatttaattttcaaaagggtgaaaaaatacattatgatcaagtgttag 
tagtagatggtcatcagtggatttcatacaagagttattccggtattcgtcgctatattgaaatt 

40 

SEQ ID NO. 11 

MKKGQVNDTKQSYSLRKYKFGLASVILGSFIMVTSPVFA DQTTSVOVNNOTGTSVDANNSSNF.T.qA.q.q 
VITSNNDSVQASDKVVNSQNTATKDITTPLVETKPMVEKTLPEQGNYVYSKETEVKNTPSKSAPVAFY 
AKKGDKVFYDQVFNKDNVKWISYKSFCGVRRYAAIESLDPSGGSETICAPTPVTNSGSNNQEKIATQGN 
45 YTFSHKVEVKNEAKVASPTQFTLDKGDRIFYDQILTIEGNQWLSYKSFNGVRRFVLLGKASSVEKTED 
KEKVSPQPQARITKTGRLTISNETTTGFDILITNIKDDNGIAAVKVPVWTEQGGQDDIKWYTAVTTGD 
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GN YKVAVS FADHKNEKGL YNI HL YYQEAS GTL VGVTGTKVTVAGTNS S QE P I ENGLAKTGVYNI I GS T 
EVKNEAKI S SQTQFTLEKGDKINYDQVLTADGYQWI S YKS YSGVRRYI PVKKLTTS SEKAKDEATKPT 
S YPNjjFKT GT YT FTKT VDVKS Q PKVS S P VE FNFQKGEKI HYDQVL WDGHQWI S YKS YS GI RRYI E I 

5 GBS 91 contains an N-tenninal leader or signal sequence region which is indicated by the 

underlined sequence at the beginning of SEQ ID NO: 1 1 above. Li one embodiment, one or more 
amino acids from this leader or signal sequence region of GBS 91 are removed. An example of such 
a GBS 91 fragment is set forth below as SEQ ID NO: 12. 



10 SEQ ID NO: 12 

DQTTSVQVNNQTGTSVDANNSSNETSASSVITSNNDSVQASDKVVNSQNTATKDITTPLVETKPMVEK 
TLPEQGNYVYSKETEVKNTPSKSAPVAFYAKKGDKVFYDQVFNKDNVKWISYKSFCGVRRYAAIESLD 
PSGGSETKAPTPVTNSGSNNQEKIATQGNYTFSHKVEVKNEAKVASPTQFTLDKGDRIFYDQILTIEG 
NQWLSYKSFNGVRRFVLLGKASSVEKTEDKEKVSPQPQARITKTGRLTISNETTTGFDILITNIKDDN 
15 GIAAVKVPVWTEQGGQDDIKWYTAVTTGDGNYKVAVSFADHKNEKGLYNIHLYYQEASGTLVGVTGTK 
VTVAGTNSSQE PI ENGLAKTGVYNI I GSTEVKNEAKIS SQTQFTLEKGDKINYDQVLTADGYQWI SYK 
S YSGVRRYI PVKKLTTS SEKAKDEATKPTSYPNLPKTGTYTFTKTVDVKSQPKVSSPVE FNFQKGEKI 
HYDQVL WDGHQWI S YKS YSGIRRYIEI 

20 GBS 91 contains a C-terminal transmembrane region which may be located within the 

underlined region near the end of SEQ ID NO: 1 1 above, fti one embodiment, one or more amino 
acids from the transmembrane and cytoplasmic regions are removed. An example of such a GBS 91 
fragment is set forth below as SEQ ID NO: 13. 



25 SEQ ro NO: 13 

MKKGQVNDTKQSYSLRKYKFGLASVILGSFIMVTSPVFADQTTSVQVNNQTGTSVDANNSSNETSASS 
VI T SNNDS VQAS DKWNS QNTATKD I TT PL VETKPMVEKTL PEQGN YVYS KE TE VKNT P S KS AP VAF Y 
AKKGDKVFYDQVFNKDNVKWISYKSFCGVRRYAAIESLDPSGGSETKAPTPVTNSGSNNQEKIATQGN 
YTFSHKVEVKNEAKVASPTQFTLDKGDRIFYDQILTIEGNQWLSYKSFNGVRRFVLLGKASSVEKTED 
30 KEKVSPQPQARITKTGRLTISNETTTGFDILITNIKDDNGIAAVKVPVWTEQGGQDDIKWYTAVTTGD 
GN YKVAVS FADHKNEKGLYNIHLYYQEASGTLVGVTGTKVTVAGTNSSQEPIENGLAKTGVYNI I GST 
EVKNEAKI SSQTQFTLEKGDKINYDQVLTADGYQWIS YKS YSGVRRYI PVKKLTTSSEKAKDEATKPT 
SYPNLPKTG 

35 GBS 91 contains an amino acid motif indicative of a cell wall anchor: SEQ ID NO: 14 

LTKTG (shown in italics in SEQ ID NO: 1 1 above). In one embodiment, both the transmembrane 
domain and the cell wall anchor motif are removed from GBS 91. An example of such a GBS 91 
fragment is set forth below as SEQ ID NO: 15. 



40 SEQ ID NO: 15 

MKKGQVNDTKQSYSLRKYKFGLASVILGSFIMVTSPVFADQTTSVQVNNQTGTSVDANNSSNETSASS 
VI T SNNDS VQAS DKWNSQNTATKDITTPLVETKPMVEKTLPEQGNYVYSKETEVKNTPSKSAPVAFY 
AKKGDKVFYDQVFNKDNVKWISYKSFCGVRRYAAIESLDPSGGSETKAPTPVTNSGSNNQEKIATQGN 
YT FS HKVE VKNEAKVAS PTQ FTL DKGDRI FYDQI LT I EGNQWLS YKS FNGVRRFVLLGKAS S VEKTE D 
45 KEKVSPQPQARITKTGRLTISNETTTGFDILITNIKDDNGIAAVKVPVWTEQGGQDDIKWYTAVTTGD 
GNYKVAVSFADHKNEKGLYNIHLYYQEASGTLVGVTGTKVTVAGTNSSQEPI ENGLAKTGVYNI I GST 
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EVKNEAKISSQTQFTLEKGDKINYDQVLTADGYQWISYKSYSGVRRYIPVKKLTTSSEPCAKDEATKPT 
SYPN 

In one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane and cytoplasmic regions are removed from the GBS 
91 sequence. An example of such a GBS 91 fragment is set forth below as SEQ ID NO: 16. 



SEQ ID NO: 16 

DQTTSVQVNNQTGTSVDANNSSNETSASSVITSNNDSVQASDKVVNSQNTATKDITTPLVETKPMVEK 
TLPEQGNYVYSKETEVKNTPSKSAPVAFYAKKGDKVFYDQVFNKDNVKWISYKSFCGVRRYAAIESLD 
PSGGSETKAPTPVTNSGSNNQEKIATQGNYTFSHKVEVKNEAKVASPTQFTLDKGDRIFYDQILTIEG 
NQWLSYKSFNGVRRFVLLGKASSVEKTEDKEKVSPQPQARITKTGRLTISNETTTGFDILITNIKDDN 
G I AAVKVP VWT E QGGQ DDI KW YT AVT T GDGN YKVAVS FADHKNEKGL YN I HL YYQE AS GT L VGVT GT K 
VTVAGTNSSQEPIENGLAKTGVYNIIGSTEVKNEAKISSQTQFTLEKGDKINYDQVLTADGYQWISYK 
SYSGVRRYIPVKKLTTSSEKAKDEATKPTSYPNLPKTG 

In another embodiment, the leader or signal sequence region, the transmembrane and 
cytoplasmic regions, and the cell wall anchor motif are all removed from the GBS 91 sequence. An 
example of such a GBS 91 fragment is set forth below as SEQ ID NO: 17. 



SEQ ID NO: 17 

DQTTSVQVNNQTGTSVDANNSSNETSASSVITSNNDSVQASDKVVNSQNTATKDITTPLVETKPMVEK 
T L PE QGN YVYS KE TE VKNT PS KS AP VAF YAKKGDKVF YDQVFNKDN VKWI S YKS FCGVRRYAAI E S L D 
PSGGSETKAPTPVTNSGSNNQEKIATQGNYTFSHKVEVKNEAKVASPTQFTLDKGDRIFYDQILTIEG 
1ST QWLS YKS FNGVRRFVLLGBCASSVEKTEDKEKVSPQPQARITKTGRLT I SNETTTGFDI LI TNI KDDN 
G I AAVKVPVWTEQGGQDD I KWYT AVT T GDGN YKVAVS FADHKNEKGL YN I HL YYQE AS GTLVGVTGTK 
VTVAGTNSSQEPIENGLAKTGVYNIIGSTEVKNEAKISSQTQFTLEKGDKINYDQVLTADGYQWISYK 
SYS GVRRYI PVKKL T T S S E KAKDE AT KPTSYPN 

Further information regarding GBS 91 can be found in WO 01/25440 (C3 binding 
polypeptide), WO 01/32882 (ID-65), WO 02/31 156 (BVH) and Reinscheid et al., Microbiology 
(2002) 148: 3245-3254 (bsp gene), each of which are incorporated herein by reference in their 
entirety. 



GBS 104 

GBS 104 refers to a putative cell wall surface anchor family protein. It has been referred to as 
emaA protein. Nucleotide and amino acid sequences of GBS 104 sequenced from serotype V isolated 
strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8777 and SEQ ID 8778. These sequences are set 
forth below as SEQ ID NOS 18 and 19: 
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SEQ ID NO. 18 

AT G AAAAAGAGAC AAAAAAT AT GGAGAG GGT TAT CAGTT ACT TTACT AAT CCT GTCCCAAAT TCCAT T 
TGGTATATTGGTACAAGGTGAAACCCAAGATACCAATCAAGCACTTGGAAAAGTAATTGTTAAAAAAA 
5 C G G G AGAC AAT G CT AC AC CAT TAG G C AAAG C GAC TTTTGTGT T AAAAAAT G AC AAT G AT AAGT C AG AA 
ACAAGTCACGAAACGGTAGAGGGTTCTGGAGAAGCAACCTTTGAAAACATAAAACCTGGAGACTACAC 
AT T AAGAGAAGAAAC AGCACC AAT T GGT T AT AAAAAAAC T GAT AAAACC T GGAAAGT T AAAG T T GC AG 
ATAACGGAGCAACAATAATCGAGGGTATGGATGCAGATAAAGCAGAGAAACGAAAAGAAGTTTTGAAT 
G C C C AAT AT C C AAAAT C AG C TAT T TAT GAGGAT AC AAAAGAAAAT TAG C CAT T AGT T AAT G TAG AG G G 

10 T T C C AAAGT T G G T G AAC AAT AC AAAG CAT T GAAT C C AAT AAAT G G AAAAG AT G G T C G AAGAG AG AT T G 
C T GAAGG T T GGT TAT C AAAAAAAAT T ACAG GGG T C AAT GAT C T C GAT AAG AAT AAAT AT AAAAT T G AA 
TT AAC TGTTGAGGGT AAAACC AC TGTTGAAACGAAAGAACTT AAT CAACCACTAGATGTCGTTGTGCT 
AT TAG AT AAT T C AAAT AG TAT GAAT AAT GAAAGAGC C AAT AAT T C T C AAAGAG CAT T AAAAGC T GGG G 
AAG C AG T T GAAAAGC T GAT T GAT AAAAT T AC AT C AAAT AAAG AC AAT AG AG TAGC T C T T G T GAC AT AT 

15 GCCTCAACCATTTTTGATGGTACTGAAGCGACCGTATCAAAGGGAGTTGCCGATCAAAATGGTAAAGC 
G C T GAAT GAT AGT GT AT CAT GGGAT TAT CAT AAAAC TACT T T TAG AG C AAC T AC AC AT AAT T AC AGT T 
AT T T AAAT T T AAC AAAT GAT GCT AAC GAAGT T AAT AT TC T AAAGT C AAG AAT T C CAAAGGAAGCGGAG 
CJVTATAAATGGGGATCGCACGCTCTATCAATTTGGTGCGACATTTACTCAAAAAGCTCTAATGAAAGC 
AAAT GAAAT T T TAGAGAC AC AAAGT T C T AAT G C TAG AAAAAAAC T TAT T T T T C AC GT AAC T GAT GGT G 

20 T C C C T AC GAT GT C T TAT GC CAT AAAT T T T AAT CCT TAT AT AT C AAC AT C T TAG C AAAAC C AG T T T AAT 
T C T T T T T T AAAT AAAAT AC CAGATAGAAGT GGT AT T C T C CAAGAGGAT T TT AT AAT CAAT GGT GAT GA 
T TAT CAAAT AGT AAAAGGAGAT GGAGAGAGT T T T AAACT GT T T T CGGAT AGAAAAGT T CCT GT T ACT G 
GAGGAACGACACAAGCAGCTTATCGAGTACCGCAAAATCAACTCTCTGTAATGAGTAATGAGGGATAT 
GCAATTAATAGTGGATATATTTATCTCTATTGGAGAGATTACAACTGGGTCTATCCATTTGATCCTAA 

25 G AC AAAGAAAG T T T CT G C AAC G AAAC AAAT C AAAAC T CAT GGT GAG C C AAC AAC AT TAT AC T T T AAT G 
GAAAT AT AAGAC C T AAAG G T TAT GAC AT T T T T AC T GT T GGGAT T G GT G T AAAC G GAGAT C C T G G T G C A 
AC T C C T C T T G AAG C T GAG AAAT T TAT G CAAT CAAT AT C AAG T AAAAC AGAAAAT TAT AC T AAT G T T G A 
T GAT AC AAAT AAAAT T TAT GAT GAGC T AAAT AAAT AC T T T AAAAC AAT T GT T GAG GAAAAAC AT T C T A 
T T GT T GAT GGAAAT GT GAC T GAT C C T AT GGGAGAGAT GAT T GAAT T C CAAT T AAAAAAT GGT CAAAGT 

30 TTTACACATGATGATTACGTTTTGGTTGGAAATGATGGCAGTCAATTAAAAAATGGTGTGGCTCTTGG 
T G GAC C AAAC AG T GAT G G G GGAAT T T T AAAAGAT G T T AC AGT GAC T TAT GAT AAGAC AT C T C AAAC C A 
T C AAAAT CAAT CAT T T GAACT TAG GAAG T G G AC AAAAAGT AGT T C T T AC C TAT GAT GT AC GT T T AAAA 
GAT AAC TAT AT AAGT AAC AAAT T T T AC AAT AC AAAT AAT CGT AC AAC GC T AAGT C CGAAGAGT GAAAA 
AGAACCAAATACTATTCGTGATTTCCCAATTCCCAAAATTCGTGATGTTCGTGAGTTTCCGGTACTAA 

35 C CAT C AGT AAT C AGAAGAAAAT GGGT GAGGT T GAAT T TAT T AAAGT T AAT AAAG AC AAAC AT T CAGAA 
TCGCTTTTGGGAGCTAAGTTTCAACTTCAGATAGAAAAAGATTTTTCTGGGTATAAGCAATTTGTTCC 
AG AGG G AAG T GAT G T T AC AAC AAAG AAT GAT G G T AAAAT T TAT T T T AAAG C AC T T C AAGAT G GT AAC T 
AT AAAT TAT AT GAAAT T T C AAGT C C AGAT GGCT AT AT AGAGGT T AAAAC GAAAC C T GT T GT GAC AT T T 
ACAAT T C AAAAT GGAGAAGTTACGAACCTGAAAGCAGATC CAAAT GCT AAT AAAAAT CAAAT CGGGT A 

40 TCTTGAAGGAAATGGTAAACATCTTATTACCAACACTCCCAAACGCCCACCAGGTGTTTTTCCTAAAA 
CAGGGGGAATTGGTACAATTGTCTATATATTAGTTGGTTCTACTTTTATGATACTTACCATTTGTTCT 
T T CCGT CGT AAAC AAT TG 

SEQ ID NO. 19 

45 MKKRQKIWRGLSVTLLILSQIPFGILVQGETQDTNQALGKVIVKKTGDNATPLGKAT FVLKNDNDKSE 
TSHETVEGSGEATFENIKPGDYTLREETAPIGYKKTDKTWKVKVADNGATIIEGMDADKAEKRKEVLN 
AQ YPKS AI YE DT KEN YPL VN VE GS KVGEQ YKALN P I NGKDGRRE I AE GWL S KKI TGVNDL DKNKYK I E 
LTVEGKTTVETKELNQPLDVVVLLDNSNSMNNERANNSQRALKAGEAVEKLIDKITSNKDNRVALVTY 
ASTIFDGTEATVSKGVADQNGKALNDSVSWDYHKTTFTATTHNYSYLNLTNDANEVNILKSRIPKEAE 

50 H I NG DRT L YQ FGAT FT QKALMKANE I L E T Q S S NARKKL I FH VT DG VP TMS YAI N FN P YI S T S YQNQ FN 
SFLNKI PDRSGILQEDFIINGDDYQIVKGDGESFKLFSDRKVPVTGGTTQAAYRVPQNQLSVMSNEGY 
AINSGYI YLYWRDYNWVYPFDPKTKKVSATKQIKTHGEPTTLYFNGNIRPKGYDIFTVGIGVNGDPGA 
TPLEAEKFMQSISSKTENYTNVDDTNKIYDELNKYFKTIVEEKHSIVDGNVTDPMGEMIEFQLKNGQS 
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FTHDDYVLVGNDGSQLKNGVALGGPNSDGGILKDVTVTYDKTSQTIKINHLNLGSGQKVVLTYDVRLK 
DNYISNKFYNTNNRTTLSPKSEKEPNTIRDFPIPKIRDVREFPVLTISNQKKMGEVEFIKVNKDKHSE 
SLLGAKFQLQIEKDFSGYKQFVPEGSDVTTKNDGKIYFKALQDGNYKLYEISSPDGYIEVKTKPVVTF 
T I QNGEVTNLKADPNANKNQI GYLEGNGKHL I TNT PKRPPGVFPKTGGI GT I VYI LVGS T FMILT I CS 
FRRKQL ~ " ' 

GBS 104 contains an N-terminal leader or signal sequence region which is indicated by the 
underlined sequence at the beginning of SEQ ID NO 19 above. In one embodiment, one or more 
amino acid sequences from the leader or signal sequence region of GBS 104 are removed. An 
example of such a GBS 104 fragment is set forth below as SEQ ID NO 20. 



SEQ ID NO 20 

GETQDTNQALGKVIVKKTGDNATPLGKAT FVLKNDNDKSETSHETVEGSGEATFENIKPGDYTLREET 
APIGYKKTDKTWKVKVADNGATIIEGMDADKAEKRKEVLNAQYPKSAIYEDTKENYPLVNVEGSKVGE 
QYKALNPIMGKDGRREIAEGWLSKKITGVNDLDKNKYKIELTVEGKTTVETKELNQPLDVWLLDNSN 
SMNNERANNSQRALKAGEAVEKLIDKITSNKDNRVALVTYASTIFDGTEATVSKGVADQNGKALNDSV 
SWDYHKTTFTATTHNYSYLNLTNDANEVNILKSRIPKEAEHINGDRTLYQFGATFTQKALMKANEILE 
TQSSNARKKLIFHVTDGVPTMSYAINFNPYISTSYQNQFNSFLNKIPDRSGILQEDFIINGDDYQIVK 
GDGESFKLFSDRKVPVTGGTTQAAYRVPQNQLSVMSNEGYAINSGYIYLYWRDYNWVYPFDPKTKKVS 
ATKQIKTHGEPTTLYFNGNIRPKGYDIFTVGIGVNGDPGATPLEAEKFMQSISSKTENYTNVDDTNKI 
"YDELNKYFKT I VEEKHS I VDGNVT DPMGEMI E FQLKNGQS FTHDD YVLVGNDGS QLKNGVALGGPNS D 
GGILKDVTVTYDKTSQTIKINHLNLGSGQKVVLTYDVRLKDNYISNKFYNTNNRTTLSPKSEKEPNTI 
RDFPIPKIRDVREFPVLTISNQKKMGEVEFIKVNKDKHSESLLGAKFQLQIEKDFSGYKQFVPEGSDV 
TTKNDGKIYFKALQDGNYKLYEISSPDGYIEVKTKPWTFTIQNGEVTNLKADPNANKNQIGYLEGNG 
KHLI TNT PKRP PGVFPKTGGI GT I VYILVGST FMILT I CS FRRKQL 

GBS 104 contains a C-terminal transmembrane and/or cytoplasmic region which is indicated 
by the underlined region near the end of SEQ ID NO 1 9 above. In one embodiment, one or more 
amino acids from the transmembrane or cytomplasmic regions are removed. An example of such a 
GBS 104 fragment is set forth below as SEQ ID NO 21 . 



SEQ ID NO: 21 

MKKRQKIWRGLSVTLLILSQIPFGILVQGETQDTNQALGKVIVKKTGDNATPLGKAT FVLKNDNDKSE 
TSHETVEGSGEATFENIKPGDYTLREETAPIGYKKTDKTWKVKVADNGATIIEGMDADKAEKRKEVLN 
AQ YPKS AI YE D TKEN YPL VN VE GS KVGEQ YKALN P I NGKDGRRE I AE GWL S KKI TG VN DL DKNKYK I E 

LTVEGKTTVETKELNQPLD.VVVLLDNSNSMNNERANNSQRALKAGEAVEKLIDKITSNKDNRVALVTY 
ASTIFDGTEATVSKGVADQNGKALNDSVSWDYHKTTFTATTHNYSYLNLTNDANEVNILKSRIPKEAE 
H I NGDRTL YQFGAT FTQKALMKANE I LE T QS S NARKKL I FH VT DGVPTMS YAI N FN P Y I S T S YQNQ FN 

SFLNKIPDRSGILQEDFIINGDDYQIVKGDGESFKLFSDRKVPVTGGTTQAAYRVPQNQLSVMSNEGY 
AINSGYIYLYWRDYNWVYPFDPKTKKVSATKQIKTHGEPTTLYFNGNIRPKGYDIFTVGIGVNGDPGA 
TPLEAEKFMQSISSKTENYTNVDDTNKIYDELNKYFKTIVEEKHSIVDGNVTDPMGEMIEFQLKNGQS 
FTHDDYVLVGNDGSQLKNGVALGGPNSDGGILKDVTVTYDKTSQTIKINHLNLGSGQKVVLTYDVRLK 
DNYISNKFYNTNNRTTLSPKSEKEPNTIRDFPIPKIRDVREFPVLTISNQKKMGEVEFIKVNKDKHSE 
S LLGAKFQLQIEKDFS GYKQFVPEGS DVTTKNDGKI YFPCALQDGNYKL YE I S S PDGYIEVKTKPWT F 
T I QNGEVTNLKADPNANKNQI GYLEGNGKHL I TNT 
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In one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytoplasmic regions are removed. An example 
of such a GBS 104 fragment is set forth below as SEQ ID NO 22. 



5 SEQ ID NO: 22 

GETQDTNQALGKVIVKKTGDNATPLGECATFVLKNDNDKSETSHETVEGSGEATFENIKPGDYTLREET 
API G YKKT DKTWKVKVADNGAT HE GMDADKAEKRKE VLNAQ YPKS AI YE DTKEN YPL VNVE GSKVGE 
QYKALMPINGKDGRREIAEGWLSKKITGVNDLDKNKYKIELTVEGKTTVETKELNQPLDVVVLLDNSN 
SMNNERANNSQRALKAGEAVEKLIDKITSNKDNRVALVTYASTIFDGTEATVSKGVADQNGKALNDSV 

10 SWDYHKTTFTATTHNYSYLNLTNDANEVNILKSRIPKEAEHINGDRTLYQFGATFTQKALMKANEILE 
TQSSNARKKLIFHVTDGVPTMSYAINFNPYISTSYQNQFNSFLNKIPDRSGILQEDFIINGDDYQIVK 
GDGESFKLFSDRKVPVTGGTTQAAYRVPQNQLSVMSNEGYAINSGYIYLYWRDYNWVYPFDPKTKKVS 
ATKQIKTHGEPTTLYFNGNIRPKGYDIFTVGIGVNGDPGATPLEAEKFMQSISSKTENYTNVDDTNKI 
YDELNKYFKTIVEEKHSIVDGNVTDPMGEMIEFQLKNGQSFTHDDYVLVGNDGSQLKNGVALGGPNSD 

15 GGILKDVTVTYDKTSQTIKINHLNLGSGQKVVLTYDVRLKDNYISNKFYNTNNRTTLSPKSEKEPNTI 
RDFPIPKIRDVREFPVLTISNQKKMGEVEFIKVNKDKHSESLLGAKFQLQIEKDFSGYKQFVPEGSDV 
T TKNDGK I YFKALQ DGN YKL YE I S S PDGYI E VKTKPVVT FT I QNGE VTNLKAD PNANKNQ I G YLE GNG 
KHLITNT 

20 In other embodiments, additional fragments of GBS 104 are provided including an 830 amino 

acid fragment of GBS 104 of amino acids 28-858, a 359 amino acid fragment of GBS 104 of amino 
acids 28-387, a 581 amino acid fragment of GBS 104 of amino acids 28-609, or a 740 amino acid 
fragment of GBS 104 of amino acids 28-768. 



25 GBS 184 

GBS 184 refers to a putative lipoprotein. Nucleotide and amino acid sequences of GBS 184 
sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 1977 and SEQ 
ID 1978. These sequences are also set forth below as SEQ ID NOS 23 and 24. 



30 SEQ ID TSTO: 23 

AT GAAAAAAC AAAAAC TAT T ACT GC T TAT T GG AGG C T TAT T AAT AAT GAT AAT GAT GACAGC AT G T AA 
G GAT T C.AAAAAT C C C AG AAAAC C G C AC AAAGG AAG AG TAG C AAGC T G AAC AAAAT T T T AAAC C G T T T T 
T T GAG T T T T T AGC AC AAAAAG AT AAAGAT T T G AGC AAAAT AC AAAAAT AC T T AC TAT T AGT AT C G GAT 
T C AGG T GAT G CAT TAG AT T T AGAAT AT T T C T AT AGT AT T C AAGAT T T AAAAAAAAAT AAG GAT T T AGG 
35 G AAGT T T GAAAC AAG AAAAAG T C AAAT AG AAAAGC C G G GT GGC T AT AAT GAG T TAG AAAAT AAAGAG G 
T C C CAT T T G AAT AT T T T AAAAAT AAT AT AG T T TAT C C AAAAG GAAAAC C GAAT AT T AC AT T T GAT G AC 
T T TAT TAT CGGAGCAAT GGAT AC T AAAGAAT T AAAAGAAT T AAAAAAAT T AAAAGT AAAAAGT TAT T T 
AT T AAAAC AT CC GG AAAC T GAG T T G AAAGAT AT AAC AT AT GAAT T G C C G AC AC AGT C G AAGC T TAT T A 
AAAAA 

40 

SEQ ID NO: 24 

MKKQKLI-iLLIGGLLIMIMMTACKDSKIPENRTKEEYQAEQNFKPFFEFLAOKDKDLSKIOKYLLLVSn 
SGDALDLEYFYSIQDLKKNKDLGKFETRKSQIEKPGGYNELENKEVPFEYFKNNIVYPKGKPNITFDD 
FIIGAMDTKELKELKKLKVKSYLLKHPETELKDITYELPTQSKLIKK 

45 
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GBS 1 84 contains a N-temrinal leader or signal sequence region which is indicated by the 
underlined sequence at the beginning of SEQ ID NO 24, above. In one embodiment, one or more 
amino acids from the leader or signal sequence are removed from GBS 1 84. An example of such a 
GBS 1 84 fragment is set forth below as SEQ ID NO: 25. 

5 

SEQ ID NO: 25 

KDSKIPENRTKEEYQAEQNFKPFFEFLAQKDKDLSKIQKYLLLVSDSGDALDLEYFYSIQDLKKNKDL 
GKFETRKSQIEKPGGYNELENKEVPFEYFKNNIVYPKGKPNITFDDFIIGAMDTKELKELKKLKVKSY 
LLKHPETELKDITYELPTQSKLIKK 

10 

GBS 276 

GBS 276 refers to a C5a peptidase. Nucleotide and amino acid sequences of GBS 276 
sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8941 and SEQ 
ID 8942. These sequences are set forth below as SEQ ID NOS 26 and 27: 

15 

SEQ ID NO. 26 

TTGCGTAAAAAACAAAAACTACCATTTGATAAACTTGCCATTGCGCTTATATCTACGAGCATCTTGCT 
C AAT G C AC AAT C AGAC AT T AAAG C AAATAC T GT G AC AGAAGAC AC T C C T GC T AC C G AACAAGC C GT AG 
AAC C C C C AC AAC C AAT AG C AGT T T C T G AGGAAT C AC GAT CAT C AAAGGAAAC T AAAAC C T C AC AAAC T 

20 CCTAGTGATGTAGGAGAAACAGTAGCAGATGACGCTAATGATCTAGCCCCTCAAGCTCCTGCTAAAAC 
T GCT GATACACCAGCAACCT CAAAAGCGACT ATT AGGGAT T T GAACGACCCTT CT CAT GT C AAAAC C C 
TGCAGGAAAAAGCAGGCAAGGGAGCTGGGACCGTTGTTGCAGTGATTGATGCTGGTTTTGATAAAAAT 
CAT GAAG CGTGGCGCT T AAC AG AC AAAAC T AAAG C AC GT T AC C AAT C AAAAG AAAAT CT T G AAAAAGC 
TAAAAAAGAGCACGGTATTACCTATGGCGAGTGGGTCAATGATAAGGTTGCTTATTACCACGACTATA 

25 GTAAAGATGGTAAAAACGCTGTTGATCAAGAACACGGCACACACGTGTCAGGGATCTTGTCAGGAAAT 
GCTCCATCTGAAATGAAAGAACCTTACCGCCTAGAAGGTGCGATGCCTGAGGCTCAATTGCTTTTGAT 
GCGTGTCGAAATTGTAAATGGACTAGCAGACTATGCTCGTAACTACGCTCAAGCTATCAGAGATGCTG 
TCAACTTGGGAGCTAAGGTGATTAATATGAGCTTTGGTAATGCTGCACTAGCTTACGCCAACCTTCCA 
G AC G AAAC C AAAAAAG CC T T T G AC TAT GC C AAAT C AAAAGGT GT TAG CAT T GT G AC CT C AG C T G GT AA 

30 TGATAGTAGCTTTGGGGGCAAGCCCCGTCTACCTCTAGCAGATCATCCTGATTATGGGGTGGTTGGGA 
CACCTGCAGCGGCAGATTCAACATTGACAGTTGCTTCTTACAGCCCAGATAAACAGCTCACTGAAACT 
G C T AC GG T C AAAAC AGAC GAT CAT C AAG AT AAAGAAAT GC C T GT T AT T T C AAC AAAC C GT T T T G AGCC 
AAACAAGGCTTACGACTATGCTTATGCTAATCGTGGTACGAAAGAGGATGATTTTAAGGATGTCGAAG 
GTAAGATTGCCCTTATTGAACGTGGCGATATTGATTTCAAAGATAAGATTGCAAACGCTAAAAAAGCT 

35 GGTGCTGTAGGGGTCTTGATCTATGACAATCAAGACAAGGGCTTCCCGATTGAATTGCCAAATGTTGA 
CCAGATGCCTGCGGCCTTTATCAGTCGAAGAGACGGTCTCTTATTAAAAGACAATCCCCCAAAAACCA 
TTACCTTCAATGCGACACCTAAGGTATTGCCAACAGCAAGTGGCACCAAACTAAGCCGCTTCTCAAGC 
TGGGGTCTGACAGCTGACGGCAATATTAAACCGGATATTGCAGCACCCGGCCAAGATATTTTGTCATC 
AGTGGCTAACAACAAGTATGCCAAACTTTCTGGAACTAGTATGTCTGCACCATTGGTAGCGGGTATCA 

40 T G G G A.C T G T T G C AAAAG C AAT AT GAGAC AC A G TAT C C T GAT AT G AC AC CAT C AG AG C GT C T T GAT T T A 
GCTAA.GAAAGTATTGATGAGCTCAGCAACTGCCCTATATGATGAAGATGAAAAAGCTTATTTTTCTCC 
TCGCCAACAGGGAGCAGGAGCAGTCGATGCTAAAAAAGCTTCAGCAGCAACGATGTATGTAACAGATA 
AG G AC AAT AC C T C AAG C AAG G T T C AC C T GAAC AAT G T T T C T GAT AAAT T T GAAG T AAC AG T AAC AGT T 
CACAA.CAAATCTGATAAACCTCAAGAGTTGTATTACCAAGTAACTGTTCAAACAGATAAAGTAGATGG 

45 AAAAC AC TTTGCCTT GGC T C C T AAAGC AT T GT AT GAGAC AT CAT G G C AAAAAAT C AC AAT T C C AG C C A 
ATAGCAGCAAACAAGTCACCGTTCCAATCGATGCTAGTCGATTTAGCAAGGACTTGCTTGCCCAAATG 
AAAAATGGCTATTTCTTAGAAGGTTTTGTTCGTTTCAAACAAGATCCTACAAAAGAAGAGCTTATGAG 
CATTCCATATATTGGTTTCCGAGGTGATTTTGGCAATCTGTCAGCCTTAGAAAAACCAATCTATGATA 
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GCAAAGACGGTAGCAGCTACTATCATGAAGCAAATAGTGATGCCAAAGACCAATTAGATGGTGATGGA 
T T AC AG T T T TAG G C T C T G AAAAAT AAC T T T AC AGC AC T TAG C AC AGAGT C T AAC C CAT G GAC GAT TAT 
T AAAGC T GT CAAAGAAGGGGT T GAAAACAT AGAGGAT AT CGAAT C T T CAGAGAT C ACAGAAAC CAT T T 
TTGCAGGTACTTTTGCAAAACAAGACGATGATAGCCACTACTATATCCACCGTCACGCTAATGGCAAA 
5 CCATATGCTGCGATCTCTCCAAATGGGGACGGTAACAGAGATTATGTCCAATTCCAAGGTACTTTCTT 
GCGTAATGCTAAAAACCTTGTGGCTGAAGTCTTGGACAAAGAAGGAAATGTTGTTTGGACAAGTGAGG 
T AAC C G2\GC AAGT T G T T AAAAAC T AC AACAAT GAC T T G G C AAGC ACACT T G GT T C AAC C C G T T T T GAA 
AAAACGCGTTGGGACGGTAAAGATAAAGACGGCAAAGTTGTTGCTAACGGAACCTACACCTATCGTGT 
TCGCTACACGCCGATTAGCTCAGGTGCAAAAGAACAACACACTGATTTTGATGTGATTGTAGACAATA 

10 C GAC AC C T G AAGT C GC AAC AT C G GC AAC AT T C T C AAC AG AAG AT AGT C GT T T GAC AC T T G CAT C T AAA 
CCAAAAACCAGCCAACCGGTTTACCGTGAGCGTATTGCTTACACTTATATGGATGAGGATCTGCCAAC 
AACAGAGTATATTTCTCCAAATGAAGATGGTACCTTTACTCTTCCTGAAGAGGCTGAAACAATGGAAG 
GCGCTACTGTTCCATTGAAAATGTCAGACTTTACTTATGTTGTTGAAGATATGGCTGGTAACATCACT 
TAT AC AC CAG T GAC T AAG C TAT T GG AG GGC CAC T C T AAT AAG CC AGAAC AAGAC GGT T C AGAT C AAG C 

15 AC C AGA C AAGAAAC CAG AAG C T AAAC C AGAAC AAG AC G G T T C AGG T C AAAC AC C AGAT AAAAAAAAAG 
AAAC TAAAC C AG AAAAAGAT AGT T CAG G T C AAAC AC C AGG T AAAAC T C C T C AAAAAG G T C AAT C T T C T 
C G TAG T C T AGAG AAAC GAT C T T C T AAG C GT G C T T T AGC T AC AAAAGC AT CAAC AAG AGAT CAG T T ACC 
AAC GAC T AAT GAC AAG G AT AC AAAT C GT T T AC AT C T C C T T AAG T TAG T TAT GAC CAC TTTCTTCTTGG 
GA 

20 

SEQ ID NO. 27 

MRKKQK3LPFDKLAIALISTSILLNA QSDIKANTVTEDTPATEQAVEPPQPIAVSEESRSSKETKTSQT 
PSDVGETVADDANDLAPQAPAKTADTPATSKATIRDLNDPSHVKTLQEKAGKGAGTVVAVIDAGFDKN 
HEAWRL T DKTKARYQS KENLEKAKKEHGI T YGEWVNDKVAYYHD YS KDGKNAVDQEHGTHVS GILS GN 

25 APSEMKEPYRLEGAMPEAQLLLMRVEIVNGLADYARNYAQAIRDAVNLGAKVINMSFGNAALAYANLP 
DETKKAFDYAKSKGVSIVTSAGNDSSFGGKPRLPLADHPDYGVVGTPAAADSTLTVASYSPDKQLTET 
ATVKTDDHQDKEMPVISTNRFEPNKAYDYAYANRGTKEDDFKDVEGKIALIERGDIDFKDKIANAKKA 
GAVGVL I YDNQDKGFP I ELPNVDQMPAAFI SRRDGLLLKDNPPKT I T FNAT PKVL PTAS GTKL SRFS S 
WGLTADGNIKPDIAAPGQDILSSVANNKYAKLSGTSMSAPLVAGIMGLLQKQYETQYPDMTPSERLDL 

30 AKKVLMS SATALYDEDEKAYFS PRQQGAGAVDAKKASAATMYVTDKDNTS SKVHLNNVS DKFEVTVTV 
HNKSDKPQELYYQVTVQTDKVDGKHFALAPKALYETSWQKITIPANSSKQVTVPIDASRFSKDLLAQM 
KNGYFLEGFVRFKQDPTKEELMSIPYIGFRGDFGNLSALEKPI YDSKDGSSYYHEANSDAKDQLDGDG 
LQFYALKNNFTALTTESNPWTIIKAVKEGVENIEDIESSEITETIFAGTFAKQDDDSHYYIHRHANGK 
PYAAISPNGDGNRDYVQFQGTFLRNAKNLVAEVLDKEGNVVWTSEVTEQVVKNYNNDLASTLGSTRFE 

35 KTRWDGKDKDGKVVANGTYTYRVRYTPISSGAKEQHTDFDVIVDNTTPEVATSATFSTEDSRLTLASK 
PKTSQPVYRERIAYTYMDEDLPTTEYISPNEDGTFTLPEEAETMEGATVPLKMSDFTYVVEDMAGNIT 
YTPVTKLLEGHSNKPEQDGSDQAPDKKPEAKPEQDGSGQTPDKKKETKPEKDSSGQTPGKTPQKGQSS 
RTLEKRSSKRALATKASTRDQLPTTNDKDTNRLHLLKLVMTTFFLG 



40 GrBS 276 contains an N-terminal leader or signal sequence region which is indicated by the 

underlined sequence at the beginning of SEQ ID NO: 27 above. In one embodiment, one or more 
amino acids from the leader or signal sequence region of GBS 276 are removed. An example of such 
a GBS 276 fragment is set forth below as SEQ ID NO: 28. 
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SEQ ID NO: 28 

QSDIKA.NTVTEDTPATEQAVEPPQPIAVSEESRSSKETKTSQTPSDVGETVADDANDLAPQAPAKTAD 
TPATSKATIRDLNDPSHVKTLQEKAGKGAGTVVAVIDAGFDKNHEAWRLTDKTKARYQSKENLEKAKK 
5 EHGITYGEWVNDKVAYYHDYSKDGKNAVDQEHGTHVSGILSGNAPSEMKEPYRLEGAMPEAQLLLMRV 
E I VNGLADYARNYAQAI RDAVNLGAKVINMS FGNAALAYANLPDETKKAFDYAKSKGVS I VTSAGNDS 
SFGGKPRLPLADHPDYGVVGTPAAADSTLTVASYSPDKQLTETATVKTDDHQDKEMPVISTNRFEPNK 
AYDYAYANRGTKEDDFKDVEGKIALIERGDIDFKDKIANAKKAGAVGVLIYDNQDKGFPIELPNVDQM 
PAAFISRRDGLLLKDNPPKTITFNATPKVLPTASGTKLSRFSSWGLTADGNIKPDIAAPGQDILSSVA 

10 NNKYAKLSGTSMSAPLVAGIMGLLQKQYETQYPDMTPSERLDLAKKVLMSSATALYDEDEKAYFSPRQ 
QGAGAVDAKKASAATMYVTDKDNTSSKVHLNNVSDKFEVTVTVHNKSDKPQELYYQVTVQTDKVDGKH 
FAL APKAL YE T S WQKI T I PAN S S KQVT VP I DAS RFS KDLL AQMKNG YFLE G FVRFKQD PTKEELMS I P 
YIGFRGDFGNLSALEKPI YDSKDGSSYYHEANSDAKDQLDGDGLQFYALKNNFTALTTESNPWTIIKA 
VKEGVENIEDIESSEITETIFAGTFAKQDDDSHYYIHRHANGKPYAAISPNGDGNRDYVQFQGTFLRN 

15 AKNLVAEVLDKEGNWWTSEVTEQVVKNYNNDLASTLGSTRFEKTRWDGKDKDGKVVANGTYTYRVRY 
TPISSGAKEQHTDFDVIVDNTTPEVATSATFSTEDSRLTLASKPKTSQPVYRERIAYTYMDEDLPTTE 
YISPNEDGTFTLPEEAETMEGATVPLKMSDFTYVVEDMAGNITYTPVTKLLEGHSNKPEQDGSDQAPD 
KKPEAKPEQDGSGQTPDKKKETKPEKDSSGQTPGKTPQKGQSSRTLEKRSSKRALATKASTRDQLPTT 
NDKDTISJRLHLLKLVMTTFFLG 

20 

GBS 276 contains a C-terminal transmembrane and/br cytoplasmic region which is indicated 
by the underlined sequence near the end of SEQ ID NO: 27 above. In one embodiment, one or more 
amino acids from the transmembrane or cytoplasmic regions of GBS 276 are removed. An example 
of such a GBS 276 fragment is set forth below as SEQ ID NO: 29. 

25 

SEQ ID NO: 29 

MRKKQKLPFDKLAIALISTSILLNAQSDIKANTVTEDTPATEQAVEPPQPIAVSEESRSSKETKTSQT 
PS DVGE T VAD DANDLAPQAPAKTADT PAT S KAT I RDLND P S HVKTLQEKAGKGAGT VVAVI DAGFDKN 
HEAWRLTDKTKARYQSKENLEKAKKEHGITYGEWVNDKVAYYHDYSKDGKNAVDQEHGTHVSGILSGN 

30 AP S EMKE P YRLE GAMPEAQLLLMRVE I VNGLADYARNYAQAI RDAVNLGAKVI NMS FGNAALAYANL P 
DETKKAFDYAKSKGVSIVTSAGNDSSFGGKPRLPLADHPDYGWGTPAAADSTLTVASYSPDKQLTET 
ATVKT D DHQDKEMPVI STNRFE PNKAYD YAYANRGTKE DDFKDVEGKI AL IERGDI DFKDKI ANAKKA 
GAVGVLI YDNQDKGFPIELPNVDQMPAAFISRRDGLLLKDNPPKTITFNATPKVLPTASGTKLSRFSS 
WGLTADGNIKPDIAAPGQDILSSVANNKYAKLSGTSMSAPLVAGIMGLLQKQYETQYPDMTPSERLDL 

35 AKKVLMSSATALYDEDEKAYFSPRQQGAGAVDAKKASAATMYVTDKDNTSSKVHLNNVSDKFEVTVTV 
HNKS DKPQEL Y YQVT VQT DKVD GKH FAL APKAL YE T S WQKI T I PANS S KQVT VP I DAS RFS KDLLAQM 
KNGYFLEGFVRFKQDPTKEELMSIPYIGFRGDFGNLSALEKPIYDSKDGSSYYHEANSDAKDQLDGDG 
LQFYALKNNFTALTTESNPWTIIKAVKEGVENIEDIESSEITETIFAGTFAKQDDDSHYYIHRHANGK 
PYAAIS PNGDGNRDYVQFQGTFLRNAKNLVAEVLDKEGNVVWTSEVTEQVVKNYNNDLASTLGSTRFE 

40 KTRWDGKDKDGKVVANGTYTYRVRYTPISSGAKEQHTDFDVIVDNTTPEVATSATFSTEDSRLTLASK 
PKTSQPVYRERIAYTYMDEDLPTTEYISPNEDGTFTLPEEAETMEGATVPLKMSDFTYVVEDMAGNIT 
YTPVTKLLEGHSNKPEQDGSDQAPDKKPEAKPEQDGSGQTPDKKKETKPEKDSSGQTPGKTPQKGQSS 
RTLEKRSSKRALATK 

45 In one embodiment, one or more amino acids from the leader or signal sequence region and 

one or more amino acids from the transmembrane or cytoplasmic regions of GBS 276 are removed. 
An example of such a GBS 276 fragment is set forth below as SEQ ID NO: 30. 
SEQ ID NO: 30 
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QSDIECANTVTEDTPATEQAVEPPQPIAVSEESRSSKETKTSQTPSDVGETVADDANDLAPQAPAKTAD 
TPATSKATIRDLNDPSHVKTLQEKAGKGAGTWAVIDAGFDKNHEAWRLTDKTKARYQSKENLEECAKK 
EHGIT YGEWVNDKVAYYHDYSKDGKNAVDQEHGTHVSGILSGNAPSEMKEPYRLEGAMPEAQLLLMRV 
EIVNGLADYARNYAQAIRDAVNLGAKVINMSFGNAALAYANLPDETKKAFDYAKSKGVSIVTSAGNDS 
5 SFGGKPRLPLADHPDYGVVGTPAAADSTLTVASYSPDKQLTETATVKTDDHQDKEMPVISTNRFEPNK 
AYDYAYANRGTKEDDFKDVEGKIALIERGDIDFKDKIANAKKAGAVGVLI YDNQDKGFPIELPNVDQM 
PAAFI SRRDGLLLKDNPPKTITFNATPKVLPTASGTKLSRFSSWGLTADGNIKPDIAAPGQDILSSVA 
NNKYAKLSGTSMSAPLVAGIMGLLQKQYETQYPDMTPSERLDLAKKVLMSSATALYDEDEKAYFSPRQ 
QGAGAVDAKKAS AATMYVT DKDNT S S KVHLNNVS DKFE VT VT VHNKS DKPQEL YYQVT VQT DKVDGKH 

10 FALAPKALYETSWQKITIPANSSKQVTVPIDASRFSKDLLAQMKNGYFLEGFVRFKQDPTKEELMSIP 
YIGFRGDFGNLSALEKPIYDSKDGSSYYHEANSDAKDQLDGDGLQFYALKNNFTALTTESNPWTIIKA 
VKEGVENIEDIESSEITETIFAGTFAKQDDDSHYYIHRHANGKPYAAISPNGDGNRDYVQFQGTFLRN 
AKNLVAEVLDKEGNVVWTSEVTEQWKNYNNDLASTLGSTRFEKTRWDGKDKDGKWANGTYTYRVRY 
TPISS GAKEQHTDFDVIVDNTTPEVATSATFSTEDSRLTLASKPKTSQPVYRERIAYTYMDEDLPTTE 

15 YISPNFEDGTFTLPEEAETMEGATVPLKMSDFTYVVEDMAGNITYTPVTKLLEGHSNKPEQDGSDQAPD 
KKPEAKPEQDGSGQTPDKKKETKPEKDSSGQTPGKTPQKGQSSRTLEKRSSKRALATK 

Further description of GBS 276 can be found in the following references: Qi Chen et al., 
"Immunization with C5a Peptidase or Peptidase-Type III Polysaccharide conjugate Vaccines 

20 Enhances Clearance of Group B Streptococci from Lungs of Infected Mice", Infection and Immunity 
(2002) 70 (1 1):6409 - 6415; Beckmann et ah, "Identification of Novel Adhesions from Group B 
Streptococci by Use of Phage Display Reveals that C5a Peptidase Mediates Fibronectin Binding" 
Infection and Immunity (2002) 70(6):2869 - 2876; Cheng et aL, "The Group B Streptococcal C5a 
Peptidase Is Both a Specific Protease and an Invasin" Infection and Immunity (2002) 70(5) 2408 - 

25 2413; and Cheng et aL 5 "Antibody against Surface-Bound C5a Peptidase Is Opsonic and Initiates 
Macrophage Killing of Group B Streptococci" Infection and Immunity (2001) 69(4):2302 - 2308. 

GBS 305 

GBS 305 refers to a UDP-N-acetylmuramoylalanine— D-glutamate ligase, also referred to 
30 as Mur D. Nucleotide and amino acid sequences of GBS 305 sequenced from serotype V isolated 

strain 2603 V/R are set forth in Ref. 2 as SEQ ID 207 and SEQ ID 208. These sequences are set forth 
below as SEQ ID NOS 31 and 32: 



SEQ H> NO. 31 

35 AT G G G AC GAGT AAT GAAAAC AAT AAC AAC AT T T GAAAAT AAAAAAGT T T T AGT C C T T GGT T T AGC AC G 
ATCTGGAGAAGCTGCTGCACGTTTGTTAGCTAAGTTAGGAGCAATAGTGACAGTTAATGATGGCAAAC 
CAT T T GAT GAAAAT C C AAC AG C AC AG TCTTTGTTG GAAGAG GG T AT T AAAGT GGTTTGTGG TAG T CAT 
C C T T T AGAAT T G T TAG AT G AGGAT T T T T GT T AC AT GAT T AAAAAT C C AG GAAT AC C T TAT AAC AAT C C 
TAT GGT C AAAAAAG CAT T AG AAAAAC AAAT CCCTGTTTT GAC T G AAGT GGAAT T AGC AT AC T T AGT T T 

40 C AG AAT C T C AG C T AAT AGGT AT T AC AGG C T C T AAC G G GAAAAC GAC AAC GAC AAC GAT GAT T GC AG AA 
GTCTTAAATGCTGGAGGTCAGAGAGGTTTGTTAGCTGGGAATATCGGCTTTCCTGCTAGTGAAGTTGT 
TCAGGCTGCGAATGATAAAGATACTCTAGTTATGGAATTATCAAGTTTTCAGCTAATGGGAGTTAAGG 
AATTTCGTCCTCATATTGCAGTAATTACTAATTTAATGCCAACTCATTTAGATTATCATGGGTCTTTT 
G AAG AT TAT GT T GC T GC AAAAT G GAAT AT C C AAAAT C AAAT GT C T T CAT C T GAT T T T T T G GT AC T T AA 

45 TTTTAATCAAGGTATTTCTAAAGAGTTAGCTAAAACTACTAAAGCAACAATCGTTCCTTTCTCTACTA 
CGGAAAAAGTTGATGGTGCTTACGTACAAGACAAGCAACTTTTCTATAAAGGGGAGAATATTATGTCA 
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GTAGATGACATTGGTGTCCCAGGAAGCCATAACGTAGAGAATGCTCTAGCAACTATTGCGGTTGCTAA 
ACTGGCTGGTATCAGTAATCAAGTTATTAGAGAAACTTTAAGCAATTTTGGAGGTGTTAAACACCGCT 
T GC AAT C AC T C G G T AAG G T T CAT G GT AT T AGT T T C T AT AAC GAC AG C AAGT C AAC T AAT AT AT T G G C A 
ACTCAAAAAGCATTATCTGGCTTTGATAATACTAAAGTTATCCTAATTGCAGGAGGTCTTGATCGCGG 
5 T AAT G AGT T T GAT G AAT T GAT AC C AG AT AT C AC T G GAC T T AAAC AT AT G GT T GT T T TAG G G G AAT C G G 
CAT C T C GAG T AAAAC G T GC T G C AC AAAAAG C AG G AG T AAC T TAT AG C GAT G C T T T AGAT G T T AGAGAT 
GC GGT AC AT AAAG C T T AT G AG GT G G C AC AAC AG G G C GAT G T TAT C T T GC T AAGT C C T GC AAAT G CAT C 
ATGGGACATGTATAAGAATTTCGAAGTCCGTGGTGATGAATTCATTGATACTTTCGAAAGTCTTAGAG 
GAGAG 

10 

SEQ ID NO. 32 

MGRVMKT ITTFENKKVLVLGLARSGEAAARLLAKLGAIVTVNDGKPFDENPTAQSLLEEGIKVVCGSH 
PLELLDEDFCYMIKNPGI PYNNPMVKKALEKQIPVLTEVELAYLVSESQLIGITGSNGKTTTTTMIAE 
VLNAGGQRGLLAGNIGFPASEVVQAANDKDTLVMELSSFQLMGVKEFRPHIAVITNLMPTHLDYHGSF 
15 EDYVAAKWNIQNQMSSSDFLVLNFNQGISKELAKTTKATIVPFSTTEKVDGAYVQDKQLFYKGENIMS 
VDDIGVPGSHNVENALATIAVAKLAGISNQVIRETLSNFGGVKHRLQSLGKVHGISFYNDS KSTNILA 
TQKALSGFDISITKVILIAGGLDRGNEFDELIPDITGLKHMVVLGESASRVKRAAQKAGVTYSDALDVRD 
AVHKAYEVAQQGDVI LLS PANAS WDMYKNFE VRGDE FI DT FESLRGE 

20 GBS 305 contains an N-tenninal leader or signal sequence region which is indicated by the 

underlined sequence at the beginning of SEQ ID NO: 32 above. In one embodiment, one or more 
amino acids from the leader or signal sequence region are removed from GBS 305. An example of 
such a GBS 305 fragment is set forth below as SEQ ID NO: 33. 



25 SEQ ID NO: 33 

ITTFENKKVLVLGLARSGEAAARLLAKLGAIVTVNDGKPFDENPTAQSLLEEGIKWCGSHPLELLDE 
DFCYMIKNPGI PYNNPMVKKALEKQIPVLTEVELAYLVSESQLIGITGSNGKTTTTTMIAEVLNAGGQ 
RGLLAGNIGFPASEVVQAANDKDTLVMELSSFQLMGVKEFRPHIAVITNLMPTHLDYHGSFEDYVAAK 
WNIQNQMSSS DFLVLNFNQGISKELAKTTKATIVPFSTTEKVDGAYVQDKQLFYKGENIMSVDDIGVP 
30 G S HN VENAL AT I AVAKL AG I S N Q V I RE T L S N FGG VKHRL Q S L GKVHG I S F YN D S KS TNI L AT QKAL S G 
FDNTKVILIAGGLDRGNEFDELIPDITGLKHMVVLGESASRVKRAAQKAGVTYSDALDVRDAVHKAYE 
VAQQGDVILL S PANASWDMYKNFE VRGDE FI DT FE SLRGE 

GBS 305 contains a C -terminal transmembrane or cytoplasmic region indicated by the 
35 underlined sequence near the end of SEQ ID NO: 32 above. In one embodiment, one or more amino 
acids from the transmembrane or cytomplasmic regions are removed from GBS 305. An example of 
such a GBS 305 fragment is set forth below as SEQ ID NO: 34. 



SEQ ID NO: 34 

40 MGRVMKTITT FENKKVLVLGLARSGEAAARLLAKLGAIVTVNDGKPFDENPTAQSLLEEGIKVVCGSH 
PLELLDEDFCYMIKNPGIPYNNPMVKKALEKQIPVLTEVELAYLVSESQLIGITGSNGKTTTTTMIAE 
VLNAGGQRGLLAGNIGFPASEWQAANDKDTLVMELSSFQLMGVKEFRPHIAVITNLMPTHLDYHGSF 
EDYVAAKWNIQNQMSSSDFLVLNFNQGISKELAKTTKATIVPFSTTEKVDGAYVQDKQLFYKGENIMS 
VDDIGVPGSHNVENALATIAVAKLAGISNQVIRETLSNFGGVKHRLQSLGKVHGISFYNDSK 

45 
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In one embodiment one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytoplasmic regions are removed from GBS 305. 
An example of such a GBS 305 fragment is set forth below as SEQ ID NO: 35. 



5 SEQ ID NO: 35 

ITTFENKKVLVLGLARSGEAAARLLAKLGAIVTVNDGKPFDENPTAQSLLEEGIKWCGSHPLELLDE 
DFCYMIKNPGIPYNNPMVKKALEKQIPVLTEVELAYLVSESQLIGITGSNGKTTTTTMIAEVLNAGGQ 
RGLLAGNIGFPASEVVQAANDKDTLVMELSSFQLMGVKEFRPHIAVITNLMPTHLDYHGSFEDYVAAK 
WNIQNQMSSSDFLVLNFNQGISKELAKTTKATIVPFSTTEKVDGAYVQDKQLFYKGENIMSVDDIGVP 
10 G S HN" VE NAL AT I AVAKL AG I S N Q V I RE T L S N FG G VKHRL Q S L GKVHG I S F YN D S K 

GBS 322 

GBS 322 refers to a surface immunogenic protein, also referred to as "sip". Nucleotide and 
amino acid sequences of GBS 322 sequenced from serotype V isolated strain 2603 V/R are set forth in 
15 Ref. 2 as SEQ ID 8539 and SEQ ID 8540. These sequences are set forth below as SEQ ID NOS 36 
and 37: 



SEQ ID NO. 36 

AT G AAT AAAAAG GT AC TAT T GAG AT C G AC AAT GG C AG C T T C GC TAT TAT C AG T C G C AAGT G T T C AAG C 

20 ACAAGAAACAGATACGACGTGGACAGCACGTACTGTTTCAGAGGTAAAGGCTGATTTGGTAAAGCAAG 
ACAATAAATCATCATATACTGTGAAATATGGTGATACACTAAGCGTTATTTCAGAAGCAATGTCAATT 
GAT A T GAAT GT C T T AGC AAAAAT AAAT AAC AT T GC AGAT AT C AAT CT T AT T T AT CC T GAGAC AAC ACT 
GAC AG T AAC T T AC GAT C AG AAG AG T CAT AC T G C C AC T T C AAT GAAAAT AGAAAC AC C AGC AAC AAAT G 
CTGCTGGTCAAACAACAGCTACTGTGGATTTGAAAACCAATCAAGTTTCTGTTGCAGACCAAAAAGTT 

25 T C T C T C AAT AC AAT T T C GGAAGG T AT GAC AC C AG AAG C AG C AAC AAC GAT TGTTTCGC C AAT G AAG AC 
AT AT T C T T C T GC GC C AGC T T T GAAAT CAAAAGAAGT AT T AGC AC AAGAGC AAGCT GT T AGT CAAGC AG 
C AGC T AAT G AAC AG G TAT C AC C AG C T C C T GT G AAGT C GAT T AC T T C AGAAGT T C C AG C AGC T AAAGAG 
GAAG T T AAAC C AAC T C AG AC G T C AG T C AG T C AG T C AAC AAC AGT AT C AC C AGC TTCTGTTGCCGCT G A 
AACACCAGCTCCAGTAGCTAAAGTAGCACCGGTAAGAACTGTAGCAGCCCCTAGAGTGGCAAGTGTTA 

30 AAGTAGTCACTCCTAAAGTAGAAACTGGTGCATCACCAGAGCATGTATCAGCTCCAGCAGTTCCTGTG 
ACT AC GAC T T C ACC AGC T ACAGAC AGTAAGTT AC AAGC GAC T GAAGT T AAGAGC GT T C C GGT AGC AC A 
AAAAGC T C C AAC AG C AAC AC C GG T AGC AC AAC C AG C T T CAAC AAC AAAT G C AGT AGC T G C AC AT C C T G 
AAAATGCAGGGCTCCAACCTCATGTTGCAGCTTATAAAGAAAAAGTAGCGTCAACTTATGGAGTTAAT 
GAATTCAGTACATACCGTGCGGGAGATCCAGGTGATCATGGTAAAGGTTTAGCAGTTGACTTTATTGT 

35 AG GT AC T AAT C AAGCAC T T G G T AAT AAAGT T G C AC AG T AC T C T AC AC AAAAT AT GG C AG C AAAT AAC A 
T T T CAT AT GT T AT CT GGC AACAAAAGT TT T AC T C AAAT AC AAACAGT AT T TAT GGAC C T GC T AAT ACT 
TGGAATGCAATGCCAGATCGTGGTGGCGTTACTGCCAACCACTATGACCACGTTCACGTATCATTTAA 
CAAATAATATAAAAAAGGAAGCTATTTGGCTTCTTTTTTATATGCCTTGAATAGACTTTCAAGGTTCT 
TAT AT AAT T T T T AT T A 

40 

SEQ ED NO. 37 

MNKKVLLT S TMAAS LLS VAS VQAQE T DTTWTART VS E VKA DL VKQDNKS S YTVKYGDTLS VI SEAMS I 
DMNVXjAKINNIADINLIYPETTLTVTYDQKSHTATSMKIETPATNAAGQTTATVDLKTNQVSVADQKV 
S LNT T S E GMT PE AAT T I VS PMKT YS S APALKS KE VLAQEQAVS QAAANEQVS PAP VKS ITS E VPAAKE 
45 EVKPTQTSVSQSTTVSPASVAAETPAPVAKVAPVRTVAAPRVASVKVVTPKVETGASPEHVSAPAVPV 
TTTS PATDSKLQATEVKSVPVAQKAPTATPVAQPASTTNAVAAHPENAGLQPHVAAYKEKVASTYGVN 
EFST YRAGDPGDHGKGLAVDFIVGTNQALGNKVAQYSTQNMAANNISYVIWQQKFYSNTNSI YGPANT 
WNAM P DRGGVT ANH YDHVHVS FNK 
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GBS 322 contains an N-terminal leader or signal sequence region which is indicated by the 
underlined sequence near the beginning of SEQ ID NO: 37. In one embodiment, one or more amino 
acids from the leader or signal sequence region of GBS 322 are removed. An example of such a GBS 
5 322 fragment is set forth below as SEQ ID NO: 38. 



SEQ ID NO: 38 

DLVKQDNKS SYTVKYGDTLS VI SEAMS I DMNVLAKINNIADINLI YPETTLTVTYDQKSHTATSMKIE 
T PATNAAGQTTATVDLKTNQVS VADQKVS LNT I S EGMT PEAATT I VS PMKT YS S APALKSKE VLAQEQ 
10 AVSQAAANEQVSPAPVKSITSEVPAAKEEVKPTQTSVSQSTTVS PASVAAETPAPVAKVAPVRTVAAP 
RVASVKWTPKVETGASPEHVSAPAVPVTTTSPATDSKLQATEVKSVPVAQKAPTATPVAQPASTTNA 
VAAHPENAGLQPHVAAYKEKVASTYGVNEFSTYRAGDPGDHGKGLAVDFIVGTNQALGNKVAQYSTQN 
MAANN I S YVIWQQKFY SNTNSIYG P ANT WNAMP DRGGVT ANHYDRVHVS FNK 

15 GBS 330 

GBS 330 refers to a pyruvate kinase, also referred to as "pyk". Nucleotide and amino acid 
sequences of GBS 330 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as 
SEQ ID 8791 and SEQ ID 8792. These sequences are set forth below as SEQ ID NOS 39 and 40: 



20 SEQ ID NO. 39 

ATGAATAAACGCGTAAAAATCGTTGCAACACTTGGTCCTGCGGTTGAATTCCGTGGTGGTAAGAAGTT 
TGGTGAGTCTGGATACTGGGGTGAAAGCCTTGACGTAGAAGCTTCAGCAGAAAAAATTGCTCAATTGA 
TTAAAGAAGGTGCTAACGTTTTCCGTTTCAACTTCTCACATGGAGATCATGCTGAGCAAGGAGCTCGT 
ATGGCTACTGTTCGTAAAGCAGAAGAGATTGCAGGACAAAAAGTTGGCTTCCTCCTTGATACTAAAGG 

25 AC C T G AAAT T C G T AC AG AACT T T T T G AAG AT GG T G C AGAT T T C CAT T CAT AT AC AAC AGGT AC AAAAT 
TACGTGTTGCTACTAAGCAAGGTATCAAATCAACTCCAGAAGTGATTGCATTGAATGTTGCTGGTGGA 
CTTGACATCTTTGATGACGTTGAAGTTGGTAAGCAAATCCTTGTTGATGATGGTAAACTAGGTCTTAC 
TGTGTTTGCAAAAGATAAAGACACTCGTGAATTTGAAGTAGTTGTTGAGAATGATGGCCTTATTGGTA 
AACAAAAAGGTGTAAACATCCCTTATACTAAAATTCCTTTCCCAGCACTTGCAGAACGCGATAATGCT 

30 GATATCCGTTTTGGACTTGAGCAAGGACTTAACTTTATTGCTATCTCATTTGTACGTACTGCTAAAGA 
TGTTAATGAAGTTCGTGCTATTTGTGAAGAAACTGGSMATGGACACGTTAAGTTGTTTGCTAAAATTG 
AAZ\ATCAACAAGGTATCGATAATATTGATGAGATTATCGAAGCAGCAGATGGTATTATGATTGCTCGT 
GGT GAT AT GG GT AT C G AAGT T CCAT T T GAAAT GGT T CC AGT T T ACC AAAAAAT GAT CAT T ACT AAAGT 
TAATGCAGCTGGTAAAGCAGTTATTACAGCAACAAATATGCTTGAAACAATGACTGATAAACCACGTG 

35 CGACTCGTTCAGAAGTATCTGATGTCTTCAATGCTGTTATTGATGGTACTGATGCTACAATGCTTTCA 
GGTGAGTCAGCTAATGGTAAATACCCAGTTGAGTCAGTTCGTACAATGGCTACTATTGATAAAAATGC 
T C AAAC AT TACT C AAT GAG TAT G G T C G C T T AGAC T CAT C T G CAT T C C C AC G T AAT AAC AAAAC T GAT G 
T TAT T G CAT C T G C GG T T AAAG AT GC AACACAC T C AAT G GAT AT C AAAC T T GT T G T AAC AAT T AC T GAA 
ACAGGTAATACAGCTCGTGCCATTTCTAAATTCCGTCCAGATGCAGACATTTTGGCTGTTACATTTGA 

40 TGAAAAAGTACAACGTTCATTGATGATTAACTGGGGTGTTATCCCTGTCCTTGCAGACAAACCAGCAT 
CTACAGATGATATGTTTGAGGTTGCAGAACGTGTAGCACTTGAAGCAGGATTTGTTGAATCAGGCGAT 
AATATCGTTATCGTTGCAGGTGTTCCTGTAGGTACAGGTGGAACTAACACAATGCGTGTTCGTACTGT 
TAAA 
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SEQ ED NO. 40 

MNKRVKI VAT LG PAVE FRGGKKFGESGYWGESLDVEASAEKIAQLIKEGANVFRFNFSHGDHAEQGAR 
MATVRKAEEIAGQKVGFLLDTKGPEIRTELFEDGADFHSYTTGTKLRVATKQGIKSTPEVIALNVAGG 
5 LDIFDDVEVGKQILVDDGKLGLTVFAKDKDTRE FEVVVENDGLIGKQKGVNIPYTKIPFPALAERDNA 
DIRFGLEQGLNFIAISFVRTAKDVNEVRAICEETGXGHVKLFAKIENQQGIDNIDEIIEAADGIMIAR 
GDMGIEVPFEMVPVYQKMIITKVNAAGKAVITATNMLETMTDKPRATRSEVSDVFNAVIDGTDATMLS 
GE S ANGKYP VE S VRTMAT I DKNAQTLLNE YGRLDS S AFPRNNKT DVI AS AVKDATHSMD I KL VVT I TE 
TGNTARAISKFRPDADILAVTFDEKVQRSLMINWGVIPVLADKPASTDDMFEVAERVALEAGFVESGD 
10 NIVIVAGVPVGTGGTNTMRVRTVK 



GBS 338 

GBS 338 refers to a Sat D protein. Nucleotide and amino acid sequences of GBS 338 
sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8637 and SEQ 
15 ID 8638. These sequences are set forth below as SEQ ID NOS 41 and 42: 



SEQ ID NO. 41 

TTGTCTGC T AT AAT AG AC AAAAAG GT GGT GAT AT T TAT G TAT T TAG CAT T AAT C G GT GAT AT CAT T AA 
TTCAAAACAGATACTTGAACGTGAAACTTTCCAACAGTCTTTTCAGCAACTAATGACCGAACTATCTG 

20 ATGTATATGGTGAAGAGCTGATTTCTCCATTCACTATTACAGCTGGTGATGAATTTCAAGCTTTATTG 
AAAC CAT C AAAAAAGGTAT T T C AAAT TAT T GAC CAT AT T CAAC T AGCT C T AAAACCT GT T AAT GT AAG 
GTTCGGCCTCGGTACAGGAAACATTATAACATCCATCAATTCAAATGAAAGTATCGGTGCTGATGGTC 
C T G C C T A C T G GC AT G C T C GC T C AG C TAT T AAT CAT AT A CAT GAT AAAAAT GAT TAT G G AAC AG T T C AA 
GT AG C TAT T T G C C T T GAT GAT GAAG ACC AAAAC C T T GAAT T AAC AC T AAAT AG T C T CAT T T C AGC T G G 

25 T GAT T T TAT C AAGT C AAAAT G GAC T AC AAAC CAT T T T C AAAT G C T T G AGC AC T T AAT AC T T C AAGAT A 
ATTATCAAGAACAATTTCAACATCAAAAGTTAGCCCAACTGGAAAATATTGAACCTAGTGCGCTGACT 
AAACGCCTTAAAGCAAGCGGTCTGAAGATTTACTTAAGAACGAGAACACAGGCAGCCGATCTATTAGT 
TAAAAGTTGCACTCAAACTAAAGGGGGAAGCTATGATTTC 

30 SEQ ID NO. 42 

MSAIIDKKWIFM YLALIGDIINSKQILERETFOOSFOOLMTELSDVYGEELISPFTTTAflnKFQAT.T. 
KPSKKVFQIIDHIQLALKPVNVRFGLGTGNIITSINSNESIGADGPAYWHARSAINHIHDKNDYGTVQ 
VAICLDDEDQNLELTLNSLISAGDFIKSKWTTNHFQMLEHLILQDNYQEQFQHQKLAQLENIEPSALT 
KRLKASGLKIYLRTRTQAADLLVKSCTQTKGGSYDF 

35 

GBS 338 may contain an N-terminal leader or signal sequence region which is indicated by 
the underlined sequence at the beginning of SEQ ID NO: 42 above. In one embodiment, one or more 
amino acids from the leader or signal sequence region are removed from GBS 338. An example of 
such a GBS 338 fragment is set forth below as SEQ ID NO: 43. 

40 

SEQ ID NO: 43 

MYLALIGDIINSKQILERETFQQSFQQLMTELSDVYGEELISPFTITAGDEFQALLKPSKKVFQIIDH 
IQLALKPVNVRFGLGTGNIITSINSNESIGADGPAYWHARSAINHIHDKNDYGTVQVAICLDDEDQNL 
ELTLNSLISAGDFIKSKWTTNHFQMLEHLILQDNYQEQFQHQKLAQLENIEPSALTKRLKASGLKIYL 
45 RTRTQAADLLVKSCTQTKGGSYDF 
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GBS 361 

GBS 361 refers to a cyll protein. Nucleotide and amino acid sequences of GBS 361 
sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8769 and SEQ 
ID 8770. These sequences are set forth below as SEQ ID NOS 44 and 45: 

5 

SEQ ID NO. 44 

ATGAGCGTATATGTTAGTGGAATAGGAATTATTTCTTCTTTGGGAAAGAATTATAGCGAGCATAAACA 
GCATCTCTTCGACTTAAAAGAAGGAATTTCTAAACATTTATATAAAAATCACGACTCTATTTTAGAAT 
CTTATACAGGAAGCATAACTAGTGACCCAGAGGTTCCTGAGCAATACAAAGATGAGACACGTAATTTT 

10 AAATTTGCTTTTACCGCTTTTGAAGAGGCTCTTGCTTCTTCAGGTGTTAATTTAAAAGCTTATCATAA 
TATTGCTGTGTGTTTAGGGACCTCACTTGGGGGAAAGAGTGCTGGTCAAAATGCCTTGTATCAATTTG 
AAGAAGGAGAGCGTCAAGTAGATGCTAGTTTATTAGAAAAAGCATCTGTTTACCATATTGCTGATGAA 
TTGATGGCTTATCATGATATTGTGGGAGCTTCGTATGTTATTTCAACCGCCTGTTCTGCAAGTAATAA 
TGCCGTAATATTAGGAACACAATTACTTCAAGATGGCGATTGTGATTTAGCTATTTGTGGTGGCTGTG 

15 ATGAGTTAAGTGATATTTCTTTAGCAGGCTTCACATCACTAGGAGCTATTAATACAGAAATGGCATGT 
CAGCCCTATTCTTCTGGAAAAGGAATCAATTTGGGTGAGGGCGCTGGTTTTGTTGTTCTTGTCAAAGA 
TCAGTCCTTAGCTAAATATGGAAAAATTATCGGTGGTCTTATTACTTCAGATGGTTATCATATAACAG 
CACCTAAGCCAACAGGTGAAGGGGCGGCACAGATTGCAAAGCAGCTAGTGACTCAAGCAGGTATTGAC 
TACAGTGAGATTGACTATATTAACGGTCACGGTACAGGTACTCAAGCTAATGATAAAATGGAAAAAAA 

20 TATGTATGGTAAGTTTTTCCCGACAACGACATTGATCAGCAGTACCAAGGGGCAAACGGGTCATACTC 
TAGGGGCTGCAGGTATTATCGAATTGATTAATTGTTTAGCGGCAATAGAGGAACAGACTGTACCAGCA 

AC T AAAAAT G AGAT T G G GAT AGAAG GT T T T C C AGAAAAT T T T GT C TAT CAT C AAAAGAG AGAAT AC C C 
AATAAGAAATGCTTTAAATTTTTCGTTTGCTTTTGGTGGAAATAATAGTGGTGTCTTATTGTCATCTT 
TAGATTCACCTCTAGAAACATTACCTGCTAGAGAAAATCTTAAAATGGCTATCTTATCATCTGTTGCT 

25 T CC AT T T C T AAG AAT G AAT C AC T T T C T AT AAC C TAT G AAAAAGT T G C T AGT AAT T T C AAC G AC T T T GA 
AGCATTACGCTTTAAAGGGGCTAGACCACCCAAAACTGTCAACCCAGCACAATTTAGGAAAATGGATG 
ATTTTTCCAAAATGGTTGCCGTAACAACAGCTCAAGCACTAATAGAAAGCAATATTAATCTAAAAAAA 
CAAGATACTTCAAAAGTAGGAATTGTATTTACAACACTTTCTGGACCAGTTGAGGTTGTTGAAGGTAT 
TGAAAAGCAAATCACAACAGAAGGATATGCACATGTTTCTGCTTCACGATTCCCGTTTACAGTAATGA 

30 ATGCAGCAGCTGGTATGCTTTCTATCATTTTTAAAATAACAGGTCCTTTATCTGTCATTTCGACAAAT 
AGTGGAGCGCTTGATGGTATACAATATGCCAAGGAAATGATGCGTAACGATAATCTAGACTATGTGAT 
TCTTGTTTCTGCTAATCAGTGGACAGACATGAGTTTTATGTGGTGGCAACAATTAAACTATGATAGTC 
AAATGTTTGTCGGTTCTGATTATTGTTCAGCACAAGTCCTCTCTCGTCAAGCATTGGATAATTCTCCT 
AT AAT AT T AGGT AGT AAAC AAT T AAAAT AT AGC C AT AAAAC AT T C AC AGAT G T GAT G AC T AT T T T T G A 

35 TGCTGCGCTTCAAAATTTATTATCAGACTTAGGACTAACCATAAAAGATATCAAAGGTTTCGTTTGGA 

AT G AGC G G AAG AAGGC AG T T AG T T C AG AT TAT GAT T T C T TAG C GAAC T T GT C T GAG TAT TAT AAT AT G 
CCAAACCTTGCTTCTGGTCAGTTTGGATTTTCATCTAATGGTGCTGGTGAAGAACTGGACTATACTGT 
TAATGAAAGTATAGAAAAGGGCTATTATTTAGTCCTATCTTATTCGATCTTCGGTGGTATCTCTTTTG 

CT ATT AT T GAAAAAAG G 

40 

SEQ ID NO. 45 

MSVYV SGIGIISSLGKNYSEHKQHLFDLKEGISKHLYKNHDSILESYTGSITSDPEVPEQYKDETRNF 
KFAFTAFEEALASSGVNLKAYHNIAVCLGTSLGGKSAGQNALYQFEEGERQVDASLLEKASVYHIADE 
LMAYHDIVGASYVISTACSASNNAVILGTQLLQDGDCDLAICGGCDELSDISLAGFTSLGAINTEMAC 

45 QPYSSGKGINLGEGAGFVVLVKDQSLAKYGKIIGGLITSDGYHITAPKPTGEGAAQIAKQLVTQAGID 
YSEIDYINGHGTGTQANDKMEKNMYGKFFPTTTLISSTKGQTGHTLGAAGIIELINCLAAIEEQTVPA 
TKNEIGIEGFPENFVYHQKREYPIRNALNFSFAFGGNNSGVLLSSLDSPLETLPARENLKMAILSSVA 
SISKNESLSITYEKVASNFNDFEALRFKGARPPKTVNPAQFRKMDDFSKMVAVTTAQALIESNINLKK 
QDTSKVGIVFTTLSGPVEVVEGIEKQITTEGYAHVSASRFPFTVMNAAAGMLSIIFKITGPLSVISTN 

50 SGALDGIQYAKEMMRNDNLDYVILVSANQWTDMSFMWWQQLNYDSQMFVGSDYCSAQVLSRQALDNSP 
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1 1 LG S KQLKYS H.KT FT DVMT I FDAALQNLL S DLGLT I KDI KGFVWNERKKAVS S DYD FLANL SE YYNM 
PNLAS GQFGFS SNGAGEELDYTVNE S I EKG YYLVLS YS I FGGI S FAI IEKR 

GBS 361 may contain an N-terminal leader or signal sequence region which is indicated by 
the underlined sequence at the beginning of SEQ ID NO: 45 above. In one embodiment, one or more 
5 amino acids from the leader or signal sequence region are removed from GBS 361. An example of 
such a GBS 361 fragment is set forth below as SEQ ID NO: 46. 



SEQ ID NO: 46 

VS GI GI I S SLGKNYSEHKQHLFDLKEGI SKHLYKNHDS ILES YTGS I TSDPEVPEQYKDETRNFKFAF 
10 T2\FEEALASSGVNLKAYHNIAVCLGTSLGGKSAGQNALYQFEEGERQVDASLLEKASVYHIADELMAY 
HDIVGASYVISTACSASNNAVILGTQLLQDGDCDLAICGGCDELSDISLAGFTSLGAINTEMACQPYS 
SGKGINLGEGAGFVVLVKDQSLAKYGKIIGGLITSDGYHITAPKPTGEGAAQIAKQLVTQAGIDYSEI 
DYINGHGTGTQANDKMEKNMYGKFFPTTTLISSTKGQTGHTLGAAGIIELINCLAAIEEQTVPATKNE 
IGIEGFPENFVYHQKREYPIRNALNFSFAFGGNNSGVLLSSLDSPLETLPARENLKMAILSSVASISK 
15 NE S L S I T YE KVAS N FND FE ALRFKGARP PKT VN PAQ FRKMDDFS KMVAVT T AQAL I E SN I NLKKQDT S 
KVGIVFTTLSGPVEWEGIEKQITTEGYAHVSASRFPFTVMNAAAGMLSIIFKITGPLSVISTNSGAL 
DGIQYAKEMMRNDNLDYVILVSANQWTDMS FMWWQQLNYDSQMFVGS DYCSAQVLSRQALDNS PI ILG 
SKQLKYSHKT FTDVMT I FDAALQNLL S DLGLT I KDI KG FVWNERKECAVS S DYDFLANLSEYYNMPNLA 
SGQFGFS S1SIGAGEELDYTVNES IEKGYYLVLS YS I FGGI S FAI IEKR 

20 

GBS 404 

Nucleotide and amino acid sequences of GBS 404 sequenced from serotype V isolated strain 
2603 V/R are set forth in Ref. 2 as SEQ ID 8799 and SEQ ID 8800. These sequences are set forth 
below as SEQ ID NOS 47 and 48: 

25 

SEQ ID NO. 47 

AT GAAAAT AG AT G AC C T AAG AAAAAG C G AC AAT G T T GAAGAT CGTCGCTC C AGT AGC GG AG GT T CAT T 
CTCTAGCGGAGGAAGTGGATTACCGATTCTTCAACTTTTATTGCTGCGAGGGAGTTGGAAAACCAAGC 
TTGTGGTTTTAATCATCTTACTGCTACTTGGCGGAGGGGGACTAACCAGCATTTTTAATGACTCATCC 

30 T C AC C T T C T AGT T AC C AAT C T C AGAAT G T C T C AC GTTCTGTT GAT AAT AG C G C AAC G AGAG AAC AAAT 
CGATTTCGTTAATAAAGTCCTTGGCTCAACTGAGGATTTCTGGTCACAAGAATTCCAAACCCAAGGTT 
TTGGAAATTATAAGGAACCAAAACTTGTTCTTTACACCAATTCAATTCAAACAGGTTGTGGTATAGGT 
GAATCTGCTTCAGGACCATTTTATTGTTCAGCAGATAAAAAAATCTATCTTGATATTTCTTTTTACAA 
TGAATTATCACATAAATATGGTGCTACTGGTGATTTTGCTATGGCCTACGTCATCGCCCACGAAGTTG 

35 GTCACCACATTCAAACAGAGTTAGGCATTATGGATAAGTATAATAGAATGCGACACGGACTTACTAAG 
AAAGAAGC AAAT GC T T T AAAT GT T C GGC T AG AACT T CAAGC AGAT TAT TAT GCAGGGGT AT GGGCT CA 
CTACATCAGGGGAAAAAATCTCTTAGAACAAGGAGACTTTGAAGAGGCCATGAATGCTGCCCACGCCG 
T C G G AGAC GAT AC C C T T C AG AAAGAAAC C T AC G GAAAAT T AGT G C C T GAT AGC T T T AC C C AT GG AAC A 
GCTGAACAACGCCAACGTTGGTTTAACAAAGGCTTTCAATATGGTGACATCCAACACGGTGATACTTT 

40 CTCCGTAGAACATCTA 
SEQ ID NO. 48 

MKT DDLRKS DNVEDRRS S SGGS FS SGGSGLPILQLLLLRGSWKTKLWLI ILLLLGGGGLTS I FNDS S 
SPSSYQSQNVSRSVDNSATREQIDFVNKVLGSTEDFWSQEFQTQGFGNYKEPKLVLYTNSIQTGCGIG 
45 ESASGPFYCSADKKIYLDISFYNELSHKYGATGDFAMAYVIAHEVGHHIQTELGIMDKYNRMRHGLTK 
KEANALNVRLELQADYYAGVWAHYIRGKNLLEQGDFEEAMNAAHAVGDDTLQKETYGKLVPDSFTHGT 
AEQRQRWFNKGFQYGDIQHGDTFSVEHL 
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GBS 690 

Nucleotide and amino acid sequences of GBS 690 sequenced from serotype V isolated strain 
2603 V/R are set forth in Ref. 2 as SEQ ID 9965 and SEQ ID 9966. These sequences are set forth as 
5 SEQ ID NOS 49 and 50 below: 



SEQ ID NO. 49 

ATGAGTAAACGACAAAATTTAGGAATTAGTAAAAAAGGAGCAATTATATCAGGGCTCTCAGTGGCACT 
AATTGTAGTAATAGGTGGCTTTTTATGGGTACAATCTCAACCTAATAAGAGTGCAGTAAAAACTAACT 

10 ACAAAGTTTTTAATGTTAGAGAAGGAAGTGTTTCGTCCTCAACTCTTTTGACAGGAAAAGCTAAGGCT 
AATCAAGAACAGTATGTGTATTTTGATGCTAATAAAGGTAATCGAGCAACTGTCACAGTTAAAGTGGG 
T G AT AAAAT C AC AG C T GG T C AGC AG T TAG T T C AAT AT GAT AC AAC AAC T G C AC AAG C AGC C T AC G AC A 
CTGCTAATCGTCAATTAAATAAAGTAGCGCGTCAGATTAATAATCTAAAGACAACAGGAAGTCTTCCA 
G C TAT G G AAT C AAGT GAT C AAT C T T CT T CAT CAT C AC AAGG AC AAG G G ACT C AAT C G ACT AGT GGT GC 

15 G AC G AAT C G T C T AC AG C AAAAT TAT C AAAGT C AAGC T AAT GC T T CAT AC AAC C AAC AAC T T C AAG AT T 
T GAAT GAT G C T TAT G C AG AT G C AC AG GC AGAAGT AAAT AAAG C AC AAAAAG CAT T G AAT GAT AC T G T T 
ATTACAAGTGACGTATCAGGGACAGTTGTTGAAGTTAATAGTGATATTGATCCAGCTTCAAAAACTAG 
T C AAGT ACT TGTCC AT GT AGC AACTGAAGGTAAACTCC AAGT ACAAGGAAC GAT GAGT GAG TAT GAT T 
T G G C T AAT GT T AAAAAAGAC C AGGC T G T T AAAAT AAAAT C T AAGGT C TAT C C T G AC AAGG AAT G G G AA 

20 G G T AAAAT T T CAT AT AT C T C AAAT TAT C C AG AAGC AG AAG C AAAC AAC AAT G AC T C T AAT AAC G GC T C 
TAGTGCTGTAAATTATAAATATAAAGTAGATATTACTAGCCCTCTCGATGCATTAA2\ACAAGGTTTTA 
C C G TAT C AG T T G AAG T AGT T AAT GG AG AT AAG CAC C T TAT T G T C C C T AC AAG T T C T G T GAT AAAC AAA 
GAT AAT AAAC AC T T T G T T T G G GT AT AC AAT GAT T C T AAT C G T AAAAT T T C C AAAG T T GAAG T C AAAAT 
TGGTAAAGCTGATGCTAAGACACAAGAAATTTTATCAGGTTTGAAAGCAGGACAAATCGTGGTTACTA 

25 AT C C AAGT AAAAC C T T C AAG GAT GG G C AAAAAAT T GAT AAT AT T GAAT C AAT C GAT C T T AAC T C T AAT 
AAGAAATCAGAGGT GAAA 

SEQ ID NO. 50 

MS KRQNLGI S KKGAI I S GL S VAL I VVI GGFLWVQS Q PNKS AVKTN YKVFNVRE GS VS S S TLLTGKAKA 
30 TSJQEQYVYFDANKGNRATVTVKVGDKITAGQQLVQYDTTTAQAAYDTANRQL1SIKVARQINNLKTTGSLP 
AMESSDQSSSSSQGQGTQSTSGATNRLQQNYQSQANASYNQQLQDLNDAYADAQAEVNKAQKALNDTV 
ITS D VS GT WE VN S D I DPAS KT S QVL VHVAT E GKLQ VQGTMS E YDL ANVKKDQAVKI KS KVYP DKEWE 
GKI S YI SN YPEAEANNNDSNNGS SAVNYKYKVDI TS PLDALKQGFTVSVEVVNGDKHLI VPT S S VINK 
DNKHFVWVYNDSNRKI S KVEVKI GKADAKTQE I LSGLKAGQI WTNPSKT FKDGQKI DNI ES I DLNS N 
35 KKSEVK 

GBS 690 contains an N-terminal leader or signal sequence region which is indicated by the 
underlined sequence at the beginning of SEQ ID NO: 50 above. In one embodiment, one or more 
amino acids from the leader or signal sequence region of GBS 690 are removed. An example of such 
40 a GBS 690 fragment is set forth below as SEQ ID NO: 51. 



SEQ ID NO: 51 

FLWVQSQPNKSAVKTNYKVFNVREGSVSSSTLLTGKAKANQEQYVYFDANKGNRATVTVKVGDKITAG 
QQLVQYDTTTAQAAYDTANRQLNKVARQINNLKTTGSLPAMESSDQSSSSSQGQGTQSTSGATNRLQQ 
45 NYQSQANASYNQQLQDLNDAYADAQAEVNKAQKALNDTVITSDVSGTWEVNSDIDPASKTSQVLVHV 
A.TEGKLQVQGTMSEYDLANVKKDQAVKIKSKVYPDKEWEGKISYISNYPEAEANNNDSNNGSSAVNYK 
YKVDI T S PL DALKQG FT VS VE VVNGDKHL I VPT S S VI NKDNKH FVWVYNDS NRKI S KVEVKI GKADAK 
TQEILSGLKAGQIVVTNPSKTFKDGQKIDNIESIDLNSNKKSEVK 
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GBS 691 

GBS 691 refers to an iron compound ABC transporter, or a substrate binding protein. 
Nucleotide and amino acid sequences of GBS 691 sequenced from serotype V isolated strain 2603 
5 V/R are set forth in Ref. 2 as SEQ ED 3691 and SEQ ID 3692. These sequences are set forth as SEQ 
IDNOS 52 and 53 below: 

SEQ II> NO. 52 

ATGAAZ\AAAATTGGAATTATTGTCCTCACACTACTGACCTTCTTTTTGGTATCTTGCGGACAACAAAC 
TAAACAAGAAAGCACTAAAACAACTATTTCTAAAATGCCTAAAATTGAAGGCTTCACCTATTATGGAA 

10 AAAT T C C T G AAAAT C C G AAAAAAG T AAT T AAT T T TAG AT AT T C T TAG AC T G GGT AT T TAT T AAAAC T A 
GGTGTTAATGTTTCAAGTTACAGTTTAGACTTAGA7\AAAGATAGCCCCGTTTTTGGTAAACAACTGAA 
AGAAG C T AAAAAAT T AAC T GC T GAT G AT ACAG AAG C TAT T G C C G C AC AAAAAC C T GAT T T AAT CAT G G 
T T T T C GAT C AAGAT C C AAAC AT C AAT AC T C T G AAAAAAAT T G C AC C AAC T T TAG T TAT T AAAT AT GGT 
GC ACA-AAAT TAT T T AGAT AT GAT GC C AGC CT T GGGGAAAGT AT T C GGT AAAGAAAAAGAAGCT AAT C A 

15 GTGGGTTAGCCAATGGAAAACTAAAACTCTCGCTGTCAAAAAAGATTTACACCATATCTTAAAGCCTA 
AC ACT AC T T T TAG TAT TAT GGAT T T T TAT GAT AAAAAT AT CT AT T TAT AT GGT AAT AAT T T T GGACGC 
G GT G GAG AAC T AAT C TAT GAT T C AC T AG GT TAT G C T G C C C C AGAAAAAG T C AAAAAAGAT G T C T T T AA 
AAAAGGGTGGTTTACCGTTTCGCAAGAAGCAATCGGTGATTACGTTGGAGATTATGCCCTTGTTAATA 
T AAAC AAAAC GAC T AAAAAAG C AG C T T CAT C AC T T AAAG AAAGT GAT GT C T GG AAG AAT T T AC C AGC T 

20 GT C AAAAAAG G G C AC AT C AT AGAAAGT AAC TAG GAC GT GT T T TAT T T C T C T GAC C C T C TAT C T T TAG A 
AGCT C AAT T AAAAT CAT T T ACAAAGGCTAT CAAAGAAAATACAAAT 

SEQ II> NO. 53 

MKKIGXIVLTLLTFFLVSCGQQTKQESTKTTISKMPKIEGFTYYGKI PENPKKVINFT YS YTGYLLKL 
25 GVNVSS YSLDLEKDSPVFGKQLKEAKKLTADDTEAIAAQKPDLIMVFDQDPNINTLKKIAPTLVIKYG 
AQNYL DMMPALGKVFGKEKEANQWVSQWKTKTLAVKKDLHHILKPNTTFTIMDFYDKNIYLYGNNFGR 
GGELI YDSLGYAAPEKVKKDVFKKGWFTVSQEAIGDYVGDYALVNINKTTKKAASSLKESDVWKNLPA 
VKKGHX IESNYDVFYFSDPLSLEAQLKSFTKAIKENTN 



30 GBS 691 contains an N-terminal leader or signal sequence region which is indicated by the 

underlined sequence at the beginning of SEQ ID NO: 53 above. In one embodiment, one or more 
amino acids are removed from the leader or signal sequence region of GBS 691 . An example of such 
a GBS 691 fragment is set forth below as SEQ ID NO: 54. 



35 SEQ II> NO: 54 

EGFTYYGKI PENPKKVINFT YSYTGYLLKLGVNVSSYSLDLEKDSPVFGKQLKEAKKLTADDTEAIAA 
QKPDLIMVFDQDPNINTLKKIAPTLVIKYGAQNYLDMMPALGKVFGKEKEANQWVSQWKTKTLAVKKD 
LHHILKPNTTFTIMDFYDKNIYLYGNNFGRGGELIYDSLGYAAPEKVKKDVFKKGWFTVSQEAIGDYV 
GDYALVNINKTTKKAASSLKESDVWKNLPAVKKGHI IESNYDVFYFSDPLSLEAQLKSFTKAIKENTN 

40 

GBS 691 contains a C -terminal transmembrane or cytosplasmic region which is indicated by 
the underlined sequence at the end of SEQ ID NO: 53 above. In one embodiment, one or more amino 
acids are removed from the transmembrane or cytoplasmic region of GBS 691 . An example of such a 
GBS 69 1 fragment is set forth below as SEQ ID NO: 55. 

45 

-34- 



WO 2005/028618 



PCT/US2004/030032 



SEQ ID NO: 55 

MKKIGIIVLTLLTFFLVSCGQQTKQESTKTTISKMPKIEGFTYYGKIPENPKKVINFTYSYTGYLLKL 
GVNVSSYSLDLEKDSPVFGKQLKEAKKLTADDTEAIAAQKPDLIMVFDQDPNINTLKKIAPTLVIKYG 
AQNYZjDMMPALGKVFGKEKEANQWVSQWKTKTLAVKKDLHHILKPNTTFTIMDFYDKNI YLYGNNFGR 
5 GGELIYDSLGYAAPEKVKKDVFKKGWFTVSQEAIGDYVGDYALVNINKTTKKAASSLKESDVWKNLPA 
VKKGHIIESNYDVFYFSDPLSLEAQLKSFT 

In one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytosplasmic region are removed from GBS 691 . 
10 One example of such a GBS 691 fragment is set forth below as SEQ ID NO: 56 



SEQ ID NO: 56 

EGFTYYGKIPENPKKVINFTYSYTGYLLKLGVNVSSYSLDLEKDSPVFGKQLKEAKKLTADDTEAIAA 
QKPDIjIMVFDQDPNINTLKKIAPTLVIKYGAQNYLDMMPALGKVFGKEKEANQWVSQWKTKTLAVKKD 
15 LHHILKPNTTFTIMDFYDKNIYLYGNNFGRGGELIYDSLGYAAPEKVKKDVFKKGWFTVSQEAIGDYV 
GDYALVNINKTTKKAASSLKESDVWKNLPAVKKGHIIESNYDVFYFSDPLSLEAQLKSFT 

Additional examples of GBS antigens which may be used in combination with GBS 80 are set 
forth below. 
20 GBS 4 

GBS 4 refers to another putative cell wall surface anchor family protein. Nucleotide and 
amino acid sequences of GBS 4 sequenced from serotype V isolated strain 2603 V7R are set forth in 
Ref. 2 as SEQ ID 1 and SEQ ID 2. These sequences are also set forth below as SEQ ID NOS 57 and 
58: 

25 

SEQ H> NO. 57 

AT G AJAAGT G AAAAAT AAGAT T T T AAC GAT G GT AGC AC T TAG T G T C T T AAC AT G T G CT AC T TAT T CAT C 
AATCGGTTATGCTGATACAAGTGATAAGAATACTGACACGAGTGTCGTGACTACGACCTTATCTGAGG 
AGAA-AAG AT C AG AT G AAC T AGAC C AGT C T AGT AC TGGTTCTTCTTCT GAAAAT G AAT C GAG T T CAT C A 

30 AGT G AAC C AG AAAC AAAT C C G T C AAC T AAT C C AC C T AC AAC AG AAC CAT C GC AAC C C T C AC C TAG T G A 
AGAG.AAC AAG C C T GAT GGT AGAAC G AAGAC AGAAAT T G G C AAT AAT AAGGAT AT T T C T AGT G GAAC AA 
AAGT AT T AAT T T C AGAAGAT AGT AT T AAGAAT T T T AGT AAAGCAAGT AGT GAT C AAGAAGAAGT GGAT 
C GC GZ\T GAAT CAT CAT C T T C AAAAGC AAAT GAT G G G AAAAAAG G C C AC AG T AAGC C T AAAAAG GAAC T 
T C C TAAAACAGGAGAT AGC C ACT C AGAT AC T GT AAT AGCAT C T AC GGGAGGGAT TAT T C T G T TAT CAT 

3 5 TAAG T T T T T AC AAT AAG AAAAT G AAAC T T TAT 

SEQ ED NO. 58 

MKVKNKILTMVALTVLTCATYSSIGYA DTSDKNTDTSVVTTTLSEEKRSDELDOSSTGSSSENESSSS 
SEPETNPSTNPPTTEPSQPSPSEENKPDGRTKTEIGNNKDISSGTKVLISEDSIKNFSKASSDQEEVD 
40 RDE S S S S KAN D GKKGH SKPKKELPKTGDSHSDTVIASTGGI ILL SLS FYNKKMKLY 



GBS 4 contains an N-terminal leader or signal sequence which is underlined at the beginning 
of SEQ ID NO: 58 above. In one embodiment, one or more amino acids from the N-terminal leader 
or signal peptide domain of GBS 4 are removed. An example of such a GBS 4 fragment is set forth 
45 below as SEQ ID NO 59. 
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SEQ ID NO 59 

DTSDKNTDTSVVTTTLSEEKRSDELDQSSTGSSSENESSSSSEPETNPSTNPPTTEPSQPSPSEENKP 
DGRTKTEIGNNKDISSGTKVLISEDSIKNFSKASSDQEEVDRDESSSSKANDGKKGHSKPKKELPKTG 
DSHSDTVIASTGGIILLSLSFYNKKMKLY 

5 

A further N-terminal section of GBS 4 may be removed to facilitate recombinant expression. 
An example of such a GBS 4 fragment is set forth below as SEQ ID NO: 60. 



SEQ ID NO: 60 

10 DQSSTGSSSENESSSSSEPETNPSTNPPTTEPSQPSPSEENKPDGRTKTEIGNNKDISSGTKVLISED 

SIKNFSKASSDQEEVDRDESSSSKANDGKKGHSKPKKELPKTGDSHSDTVIASTGGIILLSLSFYNKK 
MKLY 

GBS 4 contains an C-terminal transmembrane region which is underlined at the end of SEQ 
15 DD NO: 58 above. In one embodiment, one or more amino acids from the C-terminal transmembrane 
region is removed. An example of such a GBS 4 fragment is set forth below as SEQ ID NO: 61. 



SEQ ID NO: 61 

MKVKNKILTMVALTVLTCATYSSIGYADTSDKNTDTSWTTTLSEEKRSDELDQSSTGSSSENESSSS 
20 SEPETNPSTNPPTTEPSQPSPSEENKPDGRTKTEIGNNKDISSGTKVLISEDSIKNFSKASSDQEEVD 
RDESSSSKANDGKKGHSKPKKE 

In one embodiment, both the N-terminal leader or signal domain and the C-terminal 
transmembrane domain are removed from the GBS 4 sequence. An example of such a GBS 4 
25 fragment is set forth below as SEQ ED NO: 62. 



SEQ ID NO: 62 

DTSDKNTDTSWTTTLSEEKRSDELDQSSTGSSSENESSSSSEPETNPSTNPPTTEPSQPSPSEENKP 
DGRTKTEIGNNKDISSGTKVLISEDSIKNFSKASSDQEEVDRDESSSSKANDGKKGHSKPKKE 

30 

In yet another embodiment, the N-terminal leader or signal domain, a further N-terminal 
region and the C-terminal transmembrane domain are removed from the GBS 4 sequence. An 
example of such a GBS 4 fragment is set forth below as SEQ ID NO: 63. 



35 SEQ ID NO: 63 

DQSSTGSSSENESSSSSEPETNPSTNPPTTEPSQPSPSEENKPDGRTKTEIGNNKDISSGTKVLISED 
S I KNFSKAS S DQEE VDRDE S S S SKANDGKKGHSKPKKE 



GBS 22 

GBS 22 refers to a putative adhesion lipoprotein. Nucleotide and amino acid sequences of 
GBS 22 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ 8583 and 
SEQ ID 8584. These sequences are set forth below as SEQ ID NOS 64 and 65: 
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SEQ ID NO. 64 

ATGAAAAGGATACGGAAAAGCCTTATTTTTGTTCTCGGAGTAGTTACCCTAATTTGCTTATGTGCTTG 
TACTAAACAAAGCCAGCAAAAAAATGGCTTGTCAGTAGT.GACTAGCTTTTATCCAGTATATTCCATTA 
C AAAAGC AGT T T C T GGT GAT T T GAAT GAT AT T AAAAT GAT T C GAT C AC AGT C AGGT AT T C AT GGT T T T 
5 GAACCCTCATCAAGTGATGTTGCTGCCATTTATGATGCTGATCTATTTCTTTATCATTCGCACACACT 
AGAAGCTTGGGCGAGACGTTTGGAACCTAGTTTGCATCACTCTAAAGTATCTGTAATTGAAGCTTCAA 
AAG G TAT GAG T T T G GAT AAA G T T CAT G GC T T AG AAG AT G T AGAG G C AG AAAAAG G AGT AG AT GAG T C A 
AC C T T GT AT GAC C C T C AC AC T T GGAAT G AC C C T G T AAAA G T AT C T GAG GAAG C AC AAC T CAT C G C TAG 
AC AA T TAG C T AAAAAG GAT C C T AAAAAC G C T AAG G T T TAT C AAAAAAAT G C T GAT C AAT T T AGT GAC A 

10 AGGCAATGGCTATTGCAGAGAAGTATAAGCCAAAATTTAAAGCTGCAAAGTCTAAATACTTTGTGACT 
TCACATACAGCATTCTCATACTTAGCTAAGCGATACGGATTGACTCAGTTAGGTATTGCAGGTGTCTC 
AAC C GAG C AAG AAC CT AGT G C T AAAAAAT T AGC C G AAAT T C AGG AG T T T G T GAAAAC AT AT AAG G T T A 
AG AC TAT T T T T G T T GAAG AAG GAGT C T C AC C T AAAT TAG C T C AAG C AGT AG C T T C AG C TAG T C G AGT T 
AAAAT T G C AAGT T TAAGT C CT T T ARAAGC AGT T CC C AAAAAC AAT AAAGAT TAG T T AGAAAAT T T GGA 

1 5 AACTAAT C T T AAGG T AC T T GT C AAAT C G T T AAAT C AAT AG 

SEQ ID NO. 65 

MKRI RKSLIFVLGVVTLICLCACTKQSQQKNGLSVVTSFYPVYSITKAVSGDLNDIKMIRSQSGIHGF 
E PS S S DVAAI YDADL FLYH SHTLEAWARRLE P S LHHS KVS VI E AS KGMTL DKVHGLE DVEAEKGVDE S 
20 TLYDPHTWNDPVKVSEEAQLIATQLAKKDPKNAKVYQKNADQFSDKAMAIAEKYKPKFKAAKSKYFVT 
SHTAFSYLAKRYGLTQLGIAGVSTEQEPSAKKLAEIQEFVKTYKVKTIFVEEGVSPKLAQAVASATRV 
KIAS LS PLXAVPKNNKDYLENLETNLKVLVKSLNQ 

GBS 85 

25 GBS 85 refers to a putative cell division protein (DivIB). Nucleotide and amino acid 

sequences of GBS 85 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as 
SEQ ID 215 and SEQ ID 216. These sequences are set forth below as SEQ ID NOS 66 and 67: 



SEQ ID NO. 66 

30 AT GC C T AAGAAG AAAT C AG AT AC C C C AG AAAAAG AAGAAG T T GT C T T AAC GGAAT G G C AAAAG C GT AA 
C C T T GAAT T T T T AAAAAAAC GC AAAG AAG AT GAAG AAG AAC AAAAAC G TAT T AAC G AAAAAT T AC G C T 
TAG AT AAAAG AAGT AAAT T AAAT AT TTCTTCTCCT GAAG AAC C T C AAAAT AC T AC T AAAAT T AAGAAG 
C T T CAT T T T C C AAAG AT T T C AAGAC C T AAGAT T GAAAAGAAACAGAAAAAAG AAAAAAT AGT C AAC AG 
CTTAGCCAAAACTAATCGCATTAGAACTGCACCTATATTTGTAGTAGCATTCCTAGTCATTTTAGTTT 

35 CCGTTTTCCTACTAACTCCTTTTAGTAAGCAAAAAACAATAACAGTTAGTGGAAATCAGCATACACCT 
GAT GAT AT T T T GAT AGAG AAAAC GAAT AT T C AAAAAAAC GAT TAT TTCTTTTCTT T AAT TTT TAAACA 
T AAAG C TAT T G AAC AAC GT T TAG C T G C AGAAG AT G TAT G G GT AAAAAC AG C T C AG AT GAC T TAT C AAT 
T T C C C AAT AAGT T T CAT AT T C AAGT T CAAGAAAAT AAGAT TAT T GC AT AT GCACAT AC AAAGCAAGGA 
TATCAACCTGTCTTGGAAACTGGAAAAAAGGCTGATCCTGTAAATAGTTCAGAGCTACCAAAGCACTT 

40 C T T AAC AAT T AAC C T T GAT AAGG AAG AT AGT AT T AAG C TAT T AAT T AAAG AT T T AAAGG C T T T AGAC C 
CT GAT TTAAT AAGT GAGATTCAGGTGATAAGTTTAGCTGATTCTAAAACGACACCTGACCTCCTGCTG 
T TAG AT AT GC AC GAT GGAAAT AGT AT T AGAAT AC CAT T AT CT AAAT T T AAAGAAAGAC TTCCTTTT T A 
CAAACAAATTAAGAAGAACCTTAAGGAACCTTCTATTGTTGATATGGAAGTGGGAGTTTACACAACAA 
C AAAT AC CAT T GAAT CAAC C C CT GT TAAAGCAGAAGAT AC AAAAAAT AAAT C AAC T GAT AAAAC AC AA 

45 AC AC AAAAT GGT C AGGT T GC GGAAAAT AGT C AAG GAC AAAC AAAT AAC T C AAAT ACT AAT CAAC AAGG 
AC AAC AG AT AGC AAC AGAG C AG GC AC C T AAC C C T CAAAAT GT T AAT 

SEQ £D NO. 67 

MPKKKSDTPEKEEVVLTEWQKRNLEFLKKRKEDEEEQKRINEKLRLDKRSKLNISSPEEPQNTTKIKK 
50 LHFPKISRPKIEKKQKKEKIVNSLAKTNRIRTAPIFVVAFLVILVSVFLLTPFSKQKTITVSGNQHTP 
DDILIEKTNIQKNDYFFSLIFKHKAIEQRLAAEDVWVKTAQMTYQFPNKFHIQVQENKIIAYAHTKQG 
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YQPVLETGKKADPVNSSELPKHFLTINLDKEDSIKLLIKDLKALDPDLISEIQVISLADSKTTPDLLL 
LDMHDGNSIRIPLSKFKERLPFYKQIKKNLKEPSIVDMEVGVYTTTNTIESTPVKAEDTKNKSTDKTQ 
TQNGQVAENSQGQTNNSNTNQQGQQIATEQAPNPQNVN 

5 GBS 147 

GBS 147 refers to a putative protease. Nucleotide and amino acid sequences of GBS 147 
sequenced from serotype V isolated strain 2603 V/R are set forth in Ref 2 as SEQ ID 8525 and SEQ 
ID 8526. These sequences are set forth below as SEQ ID NOS 68 and 69. 



10 SEQ ID NO. 68 

G T G GAT AAAC AT C AC T C AAAAAAGG C T AT T T T AAAG T T AACACT T AT AACAAC TAG TAT T T TAT T AAT 
GC AT AGC AAT C AAGT GAAT G C AG AGGAG C AAGAAT T AAAAAAC C AAG AG C AAT C AC C T G T AAT T GC T A 
ATGTTGCTCAACAGCCATCGCCATCGGTAACTACTAATACTGTTGAAAAAACATCTGTAACAGCTGCT 
T C T GC T AGT AAT AC AGC GAAAG AAAT G GG T GAT AC AT C T G T AAAAAAT GAC AAAAC AG AAGAT GAAT T 
15 ATTAGAAGAGTTATCTAAAAACCTTGATACGTCTAATTTGGGGGCTGATCTTGAAGAAGAATATCCCT 
C T AAAC C AGAGACAAC CAACAAT AAAGAAAGCAAT GT AGT AAC AAAT GC T T C AACT G CAAT AGC ACAG 
AAAGTTCCCTCAGCATATGAAGAGGTGAAGCCAGAAAGCAAGTCATCGCTTGCTGTTCTTGATACATC 
TAAAATAACAAAATTACAAGCCATAACCCAAAGAGGAAAGGGAAATGTAGTAGCTATTATTGATACTG 
GC T T T GAT AT T AAC CAT G AT AT TT T T C GT T T AGAT AG C C C AAAAGAT GAT AAG C AC AGC T T T AAAAC T 

20 AAGACAGAATTTGAGGAATTAAAAGCAAAACATAATATCACTTATGGGAAATGGGTTAACGATAAGAT 
TGTTTTTG C AC AT AAC T AC G C CAACAAT AC AGAAAC G GT G GC T GAT AT T GC AGC AG C TAT G AAAGAT G 
GTTATGGTTCAGAAGCAAAGAATATTTCGCATGGTACACACGTTGCTGGTATTTTTGTAGGTAATAGT 
AAACGTCCAGCAATCAATGGTCTTCTTTTAGAAGGTGCAGCGCCAAATGCTCAAGTCTTATTAATGCG 
TAT T C CAGAT AAAAT T GAT T C GGAC AAAT T T GGT GAAGC AT AT GC T AAAGC AAT C AC AG AC GCT GT T A 

25 AT C TAG GAG C AAAAAC GAT T AAT AT GAG TAT T G G AAAAAC AG C T GAT T C T T T AAT T GC T C T CAAT GAT 
AAAGTTAAATTAGCACTTAAATTAGCTTCTGAGAAGGGCGTTGCAGTTGTTGTGGCTGCCGGAAATGA 
AGGCGCATTTGGTATGGATTATAGCAAACCATTATCAACTAATCCTGACTACGGTACGGTTAATAGTC 
CAGCTATTTCTGAAGATACTTTGAGTGTTGCTAGCTATGAATCACTTAAAACTATCAGTGAGGTCGTT 
G AAAC AAC TAT T G AAGG T AAG T TAG T T AAGT T G C C GAT T GT GAC T T C T AAAC C T T T T GAC AAAGG T AA 

30 GGCCTACGATGTGGTTTATGCCAATTATGGTGCAAAAAAAGACTTTGAAGGTAAGGACTTTAAAGGTA 
AGAT TGCATTAATTGAGCGT GGT GGT GGACTTGATTTTATGACT AAAAT CACTCATGCT AC AAAT GCA 
GGTGTTGTTGGTATCGTTATTTTTAACGATCAAGAAAAACGTGGAAATTTTCTAATTCCTTACCGTGA 
ATTACCTGTGGGGATTATTAGTAAAGTAGATGGCGAGCGTATAAAAAATACTTCAAGTCAGTTAACAT 
TTAACCAGAGTTTTGAAGTAGTTGATAGCCAAGGTGGTAATCGTATGCTGGAACAATCAAGTTGGGGC 

35 G T GAC AGC T GAAG GAG CAAT C AAGC C T GAT GT AAC AGC T TCTGGCTTT GAAAT T TAT T C T T C AAC C T A 
T AAT AAT CAAT AC C AAAC AAT GT C T G GT AC AAGT AT GG C T T C AC C AC AT GT T GC AG GAT T AAT G AC AA 
TGCTTCAAAGTCATTTGGCTGAGAAATATAAAGGGATGAATTTAGATTCTAAAAAATTGCTAGAATTG 
T C T AAAAAC AT C C T CAT GAGC T C AGCAAC AGCAT TAT AT AGT GAAGAGGAT AAGGC GT T T TAT T C AC C 
AC GT C AGC AAGGT GC AGGT GT AG T T GAT GC T GAAAAAGCT AT C CAAGC T CAAT AT TAT AT T ACT GGAA 

40 AC GAT GGC AAAG C T AAAAT T AAT C T C AAAC GAAT GG GAG AT AAAT T T GAT AT C AC AG T T AC AAT T CAT 
AAAC T T G TAG AAG G T G T C AAAG AAT T G T AT TAT C AAG C T AAT G TAG C AAC AG AAC AAG T AAAT AAAG G 
T AAAT T T G C C C T T AAAC C AC AAG C C T T GCT AG AT AC T AAT T G G C AG AAAG T AAT T C T T C GT GAT AAAG 
AAAC AC AAG T T C GAT T T AC TAT T GAT GC TAG T CAAT T TAG T C AGAAAT T AAAAGAAC AG AT GG C AAAT 
GGTTATTTCTTAGAAGGTTTTGTACGTTTTAAAGAAGCCAAGGATAGTAATCAGGAGTTAATGAGTAT 

45 TCCTTTTGTAGGATTTAATGGTGATTTTGCGAACTTACAAGCACTTGAAACACCGATTTATAAGACGC 
T T T C T AAAG G TAG T T T C T AC TAT AAAC C AAAT GAT AC AAC T C AT AAAGAC CAAT T G GAGT AC AAT GAA 
TCAGCTCCTTTTGAAAGCAACAACTATACTGCCTTGTTAACACAATCAGCGTCTTGGGGCTATGTTGA 
TTATGTCAAAAATGGTGGGGAGTTAGAATTAGCACCGGAGAGTCCAAAAAGAATTATTTTAGGAACTT 
T T GAG AAT AAG GT T GAGG AT AAAAC AAT T CAT C T T T T G GAAAG AGAT GC AG C GAAT AAT C CAT AT T T T 

50 GC C AT T T C T C C AAAT AAAGAT GGAAAT AGGGAC GAAAT CACT CCCC AGGC AAC T T T C T T AAGAAAT GT 
T AAG GAT AT T T C T G C T C AAGT T C T AGAT C AAAAT GG AAAT GT TAT T T GG C AAAG T AAG GT T T T AC CAT 
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CTTATCGTAAAAATTTCCATAATAATCCAAAGCAAAGTGATGGTCATTATCGTATGGATGCTCTTCAG 
TGGAGTGGTTTAGATAAGGATGGCAAAGTTGTAGCAGATGGTTTTTATACTTATCGCTTACGTTACAC 
ACCAGTAGCAGAAGGAGCAAATAGTCAGGAGTCAGACTTTAAAGTACAAGTAAGTACTAAGTCACCAA 
AT C T T C C T T C AC G AGC T C AG T T T GAT G AAAC T AAT C G AAC AT T AAGC T TAG C CAT G C C T AAG G AAAG T 
5 AGT TAT GT TCC T AC AT AT C GT T T AC AAT T AGT T T TAT C T CAT GT T GT AAAAGAT G AAG AAT AT GGGGA 
T G AGAC T T C T T ACCAT TAT T T C C AT AT AGAT C AAGAAGG T AAAG T G ACAC T T C C T AAAAC G GT T AAG A 
TAGGAGAGAGTGAGGTTGCGGTAGACCCTAAGGCCTTGACACTTGTTGTGGAAGATAAAGCTGGTAAT 
T T C GCAAC G GT AAAAT T GT CT GAT C T CT T GAAT AAGGC AGT AGT AT C AG AGAAAG AAAAC GC TAT AGT 
AAT T T C T AAC AGT T T C AAAT AT T T T GAT AAC T T G AAAAAAG AAC C T AT G T T TAT T T C T AAAAAAGAAA 
10 AAG TAG T AZ\AC AAG AAT C T AG AAG AAAT AAT AT T AGT T AAG C C GC AAAC T AC AG T T AC T AC T C AAT C A 
TTGTCTAAAGAAATAACTAAATCAGGAAATGAGAAAGTCCTCACTTCTACAAACAATAATAGTAGCAG 
AG T AGC T AA. GAT CAT AT C AC C T AAAC AT AAC G G G GAT T C T G T T AAC CAT AC C T T AC C TAG T AC AT C AG 
ATAGAGCAA.CGAATGGTCTATTTGTTGGTACTTTGGCATTGTTATCTAGTTTACTTCTTTATTTGAAA 
C C C AAAAAG AC T AAAAAT AAT AG T AAA 

15 

SEQ ID NO. 69 

VDKHHSKKAILKLTLITTSILLMHSNQVNA EEQELKNQEQSPVIANVAQQPSPSVTTNTVEKTSVTAA 
SASNTAKEMGDTSVKNDKTEDELLEELSKNLDTSNLGADLEEEYPSKPETTNNKESNWTNASTAIAQ 
KVPSAYEEVKPESKSSLAVLDTSKITKLQAITQRGKGNVVAIIDTGFDINHDIFRLDSPKDDKHSFKT 

20 KTEFEELKAKHNITYGKWVNDKIVFAHNYANNTETVADIAAAMKDGYGSEAKNISHGTHVAGIFVGNS 
KRPAINGLHi LEGAAPNAQVLLMRI PDKI DS DKFGEAYAKAI T DAVNLGAKT INMS I GKTADSL I ALND 
KVKLALKLZVS EKGVAWVAAGNE GAFGMD YS KPL S TNP D YGT VNS PAI SE DTL S VAS YE S LKT I S EW 
ETTIEGKLVKLPIVTSKPFDKGEAYDWYANYGAKKDFEGKDFKGKIALIERGGGLDFMTKITHATNA 
GVVGIVIFMDQEKRGNFLIPYRELPVGIISKVDGERIKNTSSQLTFNQSFEVVDSQGGNRMLEQSSWG 

25 VTAEGAI KP DVTAS GFE I YS S T YNNQYQTMS GT SMAS PHVAGLMTMLQSHLAEKYKGMNL DSKKLLEL 
SKNI LMS SA.TAL YSEE DKAFYS PRQQGAGVVDAEKAI QAQ YYI TGNDGKAKI NLKRMGDKFDI TVT I H 
KLVEGVKELYYQANVATEQVNKGKFALKPQALLDTNWQKVILRDKETQVRFTIDASQFSQKLKEQMAN 
GYFLEGFVRFKEAKDSNQELMSIPFVGFNGDFANLQALETPIYKTLSKGSFYYKPNDTTHKDQLEYNE 
SAPFESNNY"TALLTQSASWGYVDYVKNGGELELAPESPKRIILGTFENKVEDKTIHLLERDAANNPYF 

30 AISPNKDGMRDEITPQATFLRNVKDISAQVLDQNGNVIWQSKVLPSYRKNFHNNPKQSDGHYRMDALQ 
WSGLDKDGKVVADGFYTYRLRYTPVAEGANSQESDFKVQVSTKSPNLPSRAQFDETNRTLSLAMPKES 
SYVPTYRLQLVLSHVVKDEEYGDETSYHYFHIDQEGKVTLPKTVKIGESEVAVDPKALTLWEDKAGN 
FATVKLSDLLNKAVVSEKENAIVISNSFKYFDNLKKE PMFISKKEKVVNKNLEEIILVKPQTTVTTQS 
LSKEITKSGNEKVLTSTNNNSSRVAKIISPKHNGDSVNHT LPSTSDRATNGLFVGTLALLSSLLLYLK 

35 PKKTKNNSK 

GBS 147 contains an N-terminal leader or signal sequence region which is indicated by the 
underlined sequence at the beginning of SEQ ID NO 69 above. In one embodiment, one or more 
amino acids from the leader or signal sequence region of GBS 147 are removed. An example of such 
40 a GBS 147 fragment is set forth below as SEQ ID NO: 70. 



SEQ ID NO: 70 

EEQELKNQEQSPVIANVAQQPSPSVTTNTVEKTSVTAASASNTAKEMGDTSVKNDKTEDELLEELSKN 
LDTSNLGADLEEEYPSKPETTNNKESNVVTNASTAIAQKVPSAYEEVKPESKSSLAVLDTSKITKLQA 

45 ITQRGKGN\TVAIIDTGFDINHDI FRLDSPKDDKHS FKTKTEFEELKAKHNITYGKWVNDKIVFAHNYA 
NNTETVADI AAAMKDGYGSEAKNISHGTHVAGIFVGNSKRPAINGLLLEGAAPNAQVLLMRIPDKIDS 
DKFGEAYAKAIT DAVNLGAKT INMS I GKTADSL I ALNDKVKLALKLASEKGVAVVVAAGNE GAFGMD Y 
SKPLSTNPDYGTVNSPAISEDTLSVASYESLKTISEVVETTIEGKLVKLPIVTSKPFDKGKAYDWYA 
NYGAKKDFE GKDFKGKIALIERGGGLDFMTKITHATNAGWGIVIFNDQEKRGNFLIPYRELPVGIIS 

50 KVDGERIKMT S SQLT FNQS FE VVDSQGGNRMLEQS S WGVTAEGAI KPDVTAS GFE I YS S T YNNQYQTM 
SGTSMASPHVAGLMTMLQSHLAEKYKGMNLDSKKLLELSKNILMSSATALYSEEDKAFYSPRQQGAGV 
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VDAEKZVIQAQYYITGNDGKAKINLKRMGDKFDITVTIHKLVEGVKELYYQANVATEQVNKGKFALKPQ 
ALLDT3STWQKVILRDKETQVRFTIDASQFSQKLKEQMANGYFLEGFVRFKEAKDSNQELMSIPFVGFNG 
DFANLQALETPIYKTLSKGSFYYKPNDTTHKDQLEYNESAPFESNNYTALLTQSASWGYVDYVKNGGE 
LELAPE S PKRI I L GT FENKVE DKT I HLLERDAANNP YFAI S PNKDGNRDE I T PQAT FLRN VKD I S AQV 
5 LDQNGMVIWQSKVLPSYRKNFHNNPKQSDGHYRMDALQWSGLDKDGKVVADGFYTYRLRYTPVAEGAN 
SQESDFKVQVSTKSPNLPSRAQFDETNRTLSLAMPKESSYVPTYRLQLVLSHVVKDEEYGDETSYHYF 
HIDQEGKVTLPKTVKIGESEVAVDPKALTLWEDKAGNFATVKLSDLLNKAVVSEKENAIVISNSFKY 
FDNLKKEPMFISKKEKVVNKNLEEIILVKPQTTVTTQSLSKEITKSGNEKVLTSTNNNSSRVAKIISP 
KHNGDSVNHTLPSTSDRATNGLFVGTLALLSSLLLYLKPKKTKNNSK 

10 

GBS 147 also contains a C-terminal transmembrane and/or cytoplasmic region which may be 
located within the underlined sequence near the end of SEQ ID NO: 69 above. In one embodiment, 
one or more amino acids from the transmembrane and/or cytoplasmic region are removed. An 
example of such a GBS 147 fragment is set forth below as SEQ ID NO: 71. 

15 

SEQ ID NO: 71 

VDKHHS KKAILKLTLITTSILLMHSNQVNA EEQELKNQEQSPVIANVAQQ.PS PS VTTNTVEKTSVTAA 
SASNTAKEMGDTSVKNDKTEDELLEELSKNLDTSNLGADLEEEYPSKPETTNNKESNWTNASTAIAQ 
KVPSAYEEVKPESKS SLAVLDTSKITKLQAI TQRGKGNVVAI I DTGFDINHDI FRLDS PKDDKHS FKT 

20 KTEFEELKAKHNITYGKWVNDKIVFAHNYANNTETVADIAAAMKDGYGSEAKNISHGTHVAGIFVGNS 
KRPAI NGLLLEGAAPNAQVLLMRI PDKI DS DKFGEAYAKAI T DAVNLGAKT INMS I GKTADSLI ALND 
KVKLAL KL AS EKGVAVVVAAGNE GAFGMD YS KPL S TNP D YGT VNS PAI S E DTL S VAS YE S LKT I S EW 
ETTIEGKLVKLPIVTSKPFDKGKAYDVVYANYGAKKDFEGKDFKGKIALIERGGGLDFMTKITHATNA 
GVVGI VI FNDQEKRGNFL I P YRELPVGI I SKVDGERI KNTS S QLT FNQS FE WDSQGGNRMLEQS S WG 

25 VTAE GA 1 KP DVT AS GFE I YS S T YNNQ YQTMS GT SMAS PHVAGLMTMLQS HLAEKYKGMNL DS KKLLE L 
SKNILMSSATALYSEEDKAFYSPRQQGAGWDAEPCAIQAQYYITGNDGKAKINLKRMGDKFDITVTIH 
KLVEGVKELYYQANVATEQVNKGKFALKPQALLDTNWQKVILRDKETQVRFTIDASQFSQKLKEQ3MLAN 
GYFLEGFVRFKEAKDSNQELMSI PFVGFNGDFANLQALETPIYKTLSKGSFYYKPNDTTHKDQLEYNE 
SAPFESNNYTALLTQSASWGYVDYVKNGGELELAPESPKRIILGTFENKVEDKTIHLLERDAANNPYF 

30 AI S PNK DGNRDE I T PQAT FLRNVKD I S AQVL DQNGNVI WQ S KVL P S YRKN FHNN PKQS DGH YRMDALQ 
WSGLDKDGKWADGFYTYRLRYTPVAEGANSQESDFKVQVSTKSPNLPSRAQFDETNRTLSLAMPKES 
SYVPTYRLQLVLSHVVKDEEYGDETSYHYFHIDQEGKVTLPKTVKIGESEVAVDPKALTLVVEDKAGN 
FATVKL S DLLNKAWSEKENAI VI SNS FKYFDNLKKE PMFI SKKEKWNKNLEE 1 1 LVKPQTTVTTQS 
LSKEITKSGNEKVLTSTNNNSSRVAKIISPKHNGDSVNHT 

35 

In one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytoplasmic region are removed from the GBS 
147 sequence. An example of such a GBS 147 fragment is set forth below as SEQ ID NO 72. 



40 SEQ ID NO: 72 

EEQELKNQEQSPVIANVAQQPSPSVTTNTVEKTSVTAASASNTAKEMGDTSVKNDKTEDELLEELSKN 
LDTSNLGADLEEEYPSKPETTNNKESNVVTNASTAIAQKVPSAYEEVKPESKSSLAVLDTSKITKLQA 
I TQRGKGNVVAI I DTGFDINHDI FRLDS PKDDKHS FKTKTEFEELKAKHNITYGKWVNDKIVFAHNYA 
NNTETVADIAAAMKDGYGSEAKNI SHGTHVAGI FVGNSKRPAINGLLLEGAAPNAQVLLMRI PDKI DS 
45 DKFGEAYAKAI T DAVNLGAKT I NMS I GKT ADS L I ALNDKVKLALKL AS EKGVAVVVAAGNE GAFGMD Y 
SKPLSTNPDYGTVNSPAISEDTLSVASYESLKTISEWETTIEGKLVKLPIVTSKPFDKGKAYDVVYA 
NYGAKKDFEGKDFKGKIALIERGGGLDFMTKITHATNAGVVGIVIFNDQEKRGNFLIPYRELPVGIIS 
KVDGERI KNTS S QLT FNQS FE WDSQGGNRMLEQS SWGVTAEGAI KPDVTASGFE I YS S T YNNQYQTM 
SGTSMAS PHVAGLMTMLQSHLAEKYKGMNLDSKKLLELSKNILMSSATALYSEEDKAFYSPRQQGAGV 
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VDAEKAH QAQYYITGNDGKAKINLKRMGDKFDITVTIHKLVEGVKELYYQANVATEQVNKGKFALKPQ 
ALLDTNW"QKVILRDKETQVRFTIDASQFSQKLKEQiy[ANGYFLEGFVRFKEAKDSNQELMSIPFVGFNG 
DFANLQA.LETPIYKTLSKGSFYYKPNDTTHKDQLEYNESAPFESNNYTALLTQSASWGYVDYVKNGGE 
LELAPES PKRI ILGT FENKVEDKT IHLLERDAANNP YFAI S PNKDGNRDE I T PQAT FLRNVKDI SAQV 
5 LDQNGNVIWQSKVLPSYRKNFHNNPKQSDGHYRMDALQWSGLDKDGKVVADGFYTYRLRYTPVAEGAN 
SQESDFKVQVSTKSPNLPSRAQFDETNRTLSLAMPKESSYVPTYRLQLVLSHWKDEEYGDETSYHYF 
HIDQEGKVTLPKTVKIGESEVAVDPKALTLVVEDKAGNFATVKLSDLLNPCAVVSEKENAIVISNSFKY 
FDNLKKE PMFISKKEKWNKNLEEIILVKPQTTVTTQSLSKEITKSGNEKVLTSTNNNSSRVAKIISP 
KHNGDSVNHT 

10 

GBS 173 

GBS 173 refers to an amidase family protein. Nucleotide and amino acid sequences of GBS 
173 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 8787 and 
SEQ ID 8788. These sequences are set forth below as SEQ ID NOS 73 and 74: 

15 

SEQ ID INTO. 73 

AT GAAAC GT AAAT ACT T TAT T C T T AAT AC G GT GAG GGT T T T AAC GT T AGC T G CT GC AAT GAAT ACT AG 
CAGT AT C TAT GCT AAT AGT AC T GAGAC AAGT GCT T C AGT AGT T CC T AC T ACAAAT ACT AT C GT T C AAA 
C T AAT G A C AG T AAT C C T AC C G C AAAAT T T GT AT C AGAAT C AG G AC AAT C T G T AAT AG GT C AAGT AAAA 

20 CCAGATAATTCTGCGGCGCTTACAACAGTTGACACGCCTCATCATATTTCAGCTCCAGATGCTTTAAA 
AAC AAC T C AAT C AAG TCCTGTCGTT GAG AGT AC T T C TAG T AAG T T AAC T GAAG AGAC T T AC AAAC AAA 
AAGAT GGT C AAG AT T TAG C C AAC AT GGT G AG AAG T G G T C AAGT TAG TAG T GAG GAAC T C G T T AAT AT G 
GCATACGATATTATTGCTAAAGAAAACCCATCTTTAAATGCAGTCATTACTACTAGACGCCAAGAAGC 
TATTGAAGAGGCTAGAAAACTTAAAGATACCAATCAGCCGTTTTTAGGTGTTCCCTTGTTAGTCAAGG 

25 GGTTAGGGCACAGTATTAAAGGTGGTGAAACCAATAATGGCTTGATCTATGCAGATGGAZ^AAATTAGC 
AC AT T T GAC AG T AGC TAT GT C AAAAAAT AT AAAGAT T T AGGAT T TAT TAT T T TAG GACAAAC GAACT T 
TCCAGAGTATGGGTGGCGTAATATAACAGATTCTAAATTATACGGTCTAACGCATAATCCTTGGGATC 
TTGCTCATAATGCTGGTGGCTCTTCTGGTGGAAGTGCAGCAGCCATTGCTAGCGGAATGACGCCAATT 
GCTAGCGGTAGTGATGCTGGTGGTTCTATCCGTATTCCATCTTCTTGGACGGGCTTGGTAGGTTTAAA 

30 AC CAACAAGAGGATT GGT GAGT AAT GAAAAGCCAGAT T C GT AT AGT AC AGCAGT T CAT T T T C CAT T AA 
C T AAG T CAT C TAG AGAC G C AG AAAC AT TAT T AAC T TAT C T AAAGAAAAG C GAT C AAAC GC T AGT A T C A 
GT T AAT GAT T T AAAAT C T T T AC C AAT T GCT TAT AC T T T GAAAT CAC C AAT GG GAAC AGAAGT T AGT CA 
AGAT GCTAAAAACGC TAT TAT GGACAAC GT C AC AT T CT T AAGAAAAC AAGGAT T C AAAGT AAC AGAGA 
TAGACTTACCAATTGATGGTAGAGCATTAATGCGTGATTATTCAACCTTGGCTATTGGCATGGGAGGA 

35 G C T T T T T C AAC AAT T G AAAAAG AC T T AAAAAAAC AT G GT T T T AC T AAAG AAG AC G T T GAT C C TAT TAG 
TTGGGCAGTTCATGTTATTTATCAAAATTCAGATAAGGCTGAACTTAAGAAATCTATTATGGAAGCCC 
AAAAACATATGGATGATTATCGTAAGGCAATGGAGAAGCTTCACAAGCAATTTCCTATTTTCTTATCG 
C CAAC GAC C GCAAGT T T AGC C CC T CT AAAT ACAGAT C CAT AT GT AAC AGAGGAAGAT AAAAGAG CGAT 
TTATAATZVTGGAAAACTTGAGCCAAGAAGAAAGAATTGCTCTCTTTAATCGCCAGTGGGAGCCTATGT 

40 T GCGT AGZVAC AC C T T T T AC AC AAAT T GC T AAT AT GACAGGACT C C CAGCT AT CAGT AT C C C GAC T TAG 
TTATCTGAGTCTGGTTTACCCATAGGGACGATGTTAATGGCAGGTGCAAACTATGATATGGTATTAAT 
T AAAT T T GCAACT T T C T T T GAAAAACAT CAT GGT T T T AAT GT T AAAT GGCAAAGAAT AAT AGAT AAAG 
AAGTGAAACCATCTACTGGCCTAATACAGCCTACTAACTCCCTCTTTAAAGCTCATTCATCATTAGTA 
AAT T T AG AAGAAAAT T CAC AAGT TAC T CAAGT AT C TAT C T C T AAAAAAT GGAT GAAAT C GT C T GT T AA 

45 AAAT AAA C CAT C C GT AAT G G CAT AT C AAAAAG CAC T T C C T AAAAC AG G T GAT AC AGAAT C AAGC C TAT 
CTCCAGTTTTAGTAGTAACCCTTTTATTAGCTTGTTTTAGCTTTGTAACTyVAAAAGAATCAGAAAAGT 



-41- 



WO 2005/028618 



PCT/US2004/030032 



SEQ ID NO. 74 

MKRKYFII, NTVTVLTLAAAMNTSSIYANSTETSASVVP TTNTIVOTNDSNPTAKFV.9KamsvTnnvy 
PDNSAALTTVDTPHHISAPDALKTTQSSPVVESTSTKLTEETYKQKDGQDLANMVRSGQVTSEELVNM 
AYDIIAKENPSLNAVITTRRQEAIEEARKLKDTNQPFLGVPLLVKGLGHSIKGGETNNGLIYADGKIS 
TFDSSYVKKYKDLGFIILGQTNFPEYGWRNITDSKLYGLTHNPWDLAHNAGGSSGGSAAAIASGMTPI 
ASGSDAGGSIRIPSSWTGLVGLKPTRGLVSNEKPDSYSTAVHFPLTKSSRDAETLLTYLKKSDQTLVS 
VNDLKSLPIAYTLKSPMGTEVSQDAKNAIMDNVTFLRKQGFKVTEIDLPIDGRALMRDYSTLAIGMGG 
AFSTIEKDLKKHGFTKEDVDPITWAVHVIYQNSDKAELKKSIMEAQKHMDDYRKAMEKLHKQFPIFLS 
PTTASLAPLNTDPYVTEEDKRAIYNMENLSQEERIALFNRQWEPMLRRTPFTQIANMTGLPAISIPTY 
LSESGLPIGTMLMAGANYDMVLIKFATFFEKHHGFNVKWQRIIDKEVKPSTGLIQPTNSLFKAHSSLV 
NLEENSQVTQVS I SKKWMKS SVKNK PSVMAYQKALPKTGDTESSLSPVLVVTLLLACFSFVTKKNQKS 

GBS 173 contains an N-terminal leader or signal sequence region which is indicated by the 
underlined sequences at the beginning of SEQ ID NO: 74 above. La one embodiment, one or more 
amino acids from the leader or signal sequence of GBS 173 are removed. An example of such a GBS 
173 fragment is set forth below as SEQ ID NO: 75. 



SEQ ID NO: 75 

TTNTIVQTNDSNPTAKFVSESGQSVIGQVKPDNSAALTTVDTPHHISAPDALKTTQSSPWESTSTKL 
TEETYKQKDGQDLANMVRSGQVTSEELVNMAYDIIAKENPSLNAVITTRRQEAIEEARKLKDTNQPFL 
GVPLLVKGLGHSIKGGETNNGLIYADGKISTFDSSYVKKYKDLGFIILGQTNFPEYGWRNITDSKLYG 
LTHNPWDLAHNAGGSSGGSAAAIASGMTPIASGSDAGGSIRIPSSWTGLVGLKPTRGLVSNEKPDSYS 
TAVHFPLTKSSRDAETLLTYLKKSDQTLVSVNDLKSLPIAYTLKSPMGTEVSQDAKNAIMDNVTFLRK 
QGFKVTE I DLPI DGRALMRD YS TLAI GMGGAFS T I EKDLKKHG FTKEDVDPI TWAVHVI YQNS DKAEL 

KKSIMEAQKHMDDYRKAMEKLHKQFPIFLSPTTASLAPLNTDPYVTEEDKRAI YNMENLSQEERIALF 
NRQWE PML RRT P FT Q I ANMT GL P AI S I PT YL S E S GL P I GTMLMAGAN YDM VL I KFAT F FE KHHG FNVK 

WQRIIDKEVKPSTGLIQPTNSLFKAHSSLVNLEENSQVTQVSISKKWMKSSVKNKPSVMAYQKALPKT 
GDTESSLS PVLWTLLLACFSFVTKKNQKS 

GBS 173 may also contain a C-terminal transmembrane and/or cytoplasmic region winch 
may be located within the underlined region near the end of SEQ ID NO: 74 above. In one 
embodiment, one or more amino acids from the transmembrane or cytoplasmic region of GBS 173 are 
removed. An example of such a GBS 173 fragment is set forth below as SEQ ID NO: 76. 



SEQ ID NO: 76 

MKRKYFILNTVTVLTLAAAMNTSSI YANSTETSASVVPTTNTIVQTNDSNPTAKFVSESGQSVIGQVK 

PDNSAALTTVDTPHHISAPDALKTTQSSPWESTSTKLTEETYKQKDGQDLANMVRSGQVTSEELVNM 

AYDIIAKENPSLNAVITTRRQEAIEEARKLKDTNQPFLGVPLLVKGLGHSIKGGETNNGLIYADGKIS 

TFDSSYVKKYKDLGFIILGQTNFPEYGWRNITDSKLYGLTHNPWDLAHNAGGSSGGSAAAIASGMTPI 

ASGSDAGGSIRIPSSWTGLVGLKPTRGLVSNEKPDSYSTAVHFPLTKSSRDAETLLTYLKKSDQTLVS 

VNDLKSLPIAYTLKSPMGTEVSQDAKNAIMDNVTFLRKQGFKVTEIDLPIDGRALMRDYSTLAIGMGG 

AFSTIEKDLKKHGFTKE DVDPI TWAVHVI YQNS DKAELKKSIMEAQKHMDDYRKAMEKLHKQFPIFLS 

PTTASLAPLNTDPYVTEEDKRAIYNMENLSQEERIALFNRQWEPMLRRTPFTQIANMTGLPAISIPTY 

LSESGLPIGTMLMAGANYDMVLIKFATFFEKHHGFNVKWQRIIDKEVKPSTGLIQPTNSLFKAHSSLV 
NLEENSQVTQVS I SKKWMKS SVKNK 
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la one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytoplasmic region are removed. An example of 
such a GBS 173 fragment is set forth below as SEQ ID NO: 77. 



5 SEQ ID NO: 77 

TTNTIVQTNDSNPTAKFVSESGQSVIGQVKPDNSAALTTVDTPHHISAPDALKTTQSSPVVESTSTKL 
T E E T YKQK D GQ DL ANM VR S GQ VT SEE L VNMA Y D 1 1 AKE N P S LN AV ITT RRQE A I E E ARKL KDTNQPFL 
GVPLLVKGLGHSIKGGETNNGLIYADGKISTFDSSYVKKYKDLGFIILGQTNFPEYGWRNITDSKLYG 
LTHNPWDLAHNAGGSSGGSAAAIASGMTPIASGSDAGGSIRIPSSWTGLVGLKPTRGLVSNEKPDSYS 
10 TAVHFPLTKSSRDAETLLTYLKKSDQTLVSVNDLKSLPIAYTLKSPMGTEVSQDAKNAIMDNVTFLRK 
QGFKVTE I DL P I DGRALMRDYS TLAI GMGGAFS T I EKDLKKHGFTKE DVDPI TWAVHVI YQNS DKAEL 
KKSIMEAQKHMDDYRKAMEKLHKQFPIFLSPTTASLAPLNTDPYVTEEDKRAIYNMENLSQEERIALF 
NRQWE PMLRRT P FT Q I ANMT GL PAI S I PT YL S E S GL P I GTMLMAGAN YDMVL I K FAT F FE KHHG FN VK 
WQRIIDKEVKPSTGLIQPTNSLFECAHSSLVNLEENSQVTQVSISKKWMKSSVKNK 

15 

GBS 313 

Nucleotide and amino acid sequences of GBS 313 sequenced from serotype V isolated strain 
2603 V/R are set forth in Ref. 2 as SEQ ID 4089 and SEQ ID 4090. These sequences are set forth as 
SEQ ID NOS 78 and 79 below: 

20 

SEQ ID NO. 78 

ATGAAACGTATTGCTGTTTTAACTAGTGGTGGTGACGCCCCTGGTATGAACGCTGCTATCCGTGCAGT 
TGTTCGTAAAGCAATTTCTGAAGGTATGGAAGTTTACGGCATCAACCAAGGTTACTATGGTATGGTGA 
CAGGGGATATTTTCCCTTTGGATGCTAATTCTGTTGGGGATACTATCAACCGTGGAGGAACGTTTTTA 

25 CGTTCAGCACGTTATCCTGAATTTGCTGAACTTGAAGGTCAGCTTAAAGGGATTGAACAGCTTAAAAA 
ACACGGTATTGAAGGTGTAGTAGTTATCGGTGGTGATGGTTCTTATCATGGTGCTATGCGTCTAACTG 
AGCACGGTTTCCCAGCTGTTGGTTTGCCGGGTACAATTGATAACGATATCGTTGGCACTGACTATACT 
AT T GGT T T T GACAC AGC AGT T GC GAG AGCAGT T GAGAAT C T T GACCGT CT T CGT GAT ACAT C AGC AAG 
TCATAACCGTACTTTTGTTGTTGAGGTTATGGGAAGAAATGCAGGAGATATCGCTCTTTGGTCAGGTA 

30 T C G CT G C AGG T GC AGAT C AAAT TAT T G T T C C T G AAGAAGAG T T C AAT AT T GAT G AAG T T GT C T C AAAT 
GTTAGAGCTGGCTATGCAGCTGGTAAACATCACCAAATCATCGTCCTTGCAGAAGGTGTTATGAGTGG 
T GAT GAG T T T G C AAAAAC AAT G AAAGC AGC AG GAGAC GAT AG C GAT CTTCGTGT GAC G AAT T TAG GAC 
ATCTGCTCCGTGGTGGTAGTCCGACGGCTCGTGATCGTGTCTTAGCATCTCGTATGGGAGCGTACGCT 
GTTCAATTGTTGAAAGAAGGTCGTGGTGGTTTAGCCGTTGGTGTCCACAACGAAGAAATGGTTGAAAG 

35 TCCAATTTTAGGTTTAGCAGAAGAAGGTGCTTTGTTCAGCTTGACTGATGAAGGAAAAATCGTTGTTA 
ATAATCCGCATAAAGCGGACCTTCGCTTGGCAGCACTTAATCGTGACCTTGCCAACCAAAGTAGTAAA 

SEQ ID NO. 79 

MKRIAVLTSGGDAPGMNAAIRAVVRKAISEGMEVYGINQGYYGMVTGDIFPLDANSVGDTINRGGTFL 
40 RS ARYPE FAELEGQLKG IEQLKKHGI EGVVVI GGDGS YHGAMRLTEHGFPAVGL PGT I DND I VGTD YT 
IGFDTAV-ATAVENLDRLRDTSASHNRTFWEVMGRNAGDIALWSGIAAGADQIIVPEEEFNIDEVVSN 
VRAGYAAGKHHQIIVLAEGVMSGDEFAKTMKAAGDDSDLRVTNLGHLLRGGSPTARDRVLASRMGAYA 
VQLLKEGRGGLAVGVHNEEMVESPILGLAEEGALFSLTDEGKIVVNNPHKADLRLAALNRDLANQSSK 
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GBS 328 

GBS 328 belongs to the 5 -nucleotidase family. Nucleotide and amino acid sequences of 
GBS 328 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ED 6015 
5 and SEQ ID 60 1 6. These sequences are set forth below as SEQ ID NOS 80 and 8 1 : 



SEQ ID NO. 80 

ATGAAAAAGAAAATTATTTTGAAAAGTAGTGTTCTTGGTTTAGTCGCTGGGACTTCTATTATGTTCTC 
AAGCGTGTTCGCGGACCAAGTCGGTGTCCAAGTTATAGGCGTCAATGACTTTCATGGTGCACTTGACA 

10 ATACTGGAACAGCAAATATGCCTGATGGAAAAGTTGCTAATGCTGGTACTGCTGCTCAATTAGATGCT 
TAT AT G GAT G A.C G C T C AAAAAGAT T T C AAAC AAAC T AAC C C T AAT G GT GAAAG CAT TAG G G T T C AAG C 
AGGCGATATGGTTGGAGCAAGTCCAGCCAACTCTGGGCTTCTTCAAGATGAACCAACTGTCAAAAATT 
TTAATGCAATGAATGTTGAGTATGGCACATTGGGTAACCATGAATTTGATGAAGGGTTGGCAGAATAT 
AAT C GT AT C GT T AC T GG T AAAG CCCCTGCTC C AG AT T C T AAT AT T AAT AAT AT T AC GAAAT CAT AC C C 

15 AC AT GAAGCT GC AAAACAAGAAAT T GT AGT GGC AAAT GT TAT T GAT AAAGT T AAC AAAC AAAT T C CT T 
ACAATTGGAAGCCTTACGCTATTAAAAATATTCCTGTAAATAACAAAAGTGTGAACGTTGGCTTTATC 
G G GAT T GT C AC C AAAG AC AT C C C AAAC C T T GT C T T AC G T AAAAAT TAT GAAC AAT AT GAAT T T T TAG A 
T G AAG C T GAAA.C AAT C GT T AAAT AC G C C AAAGAAT T AC AAGC T AAAAAT G T C AAAGC TAT T GT AGT T C 
T C GC AC AT GT A.C C T G C AAC AAG T AAAAAT GAT AT T GC T GAAG G T GAAG C AG C AG AAAT GAT GAAAAAA 

20 GTCAATCAACTCTTCCCTGAAAATAGCGTAGATATTGTCTTTGCTGGACACAATCATCAATATACAAA 
TGGTCTTGTTGGTAAAACTCGTATTGTACAAGCGCTCTCTCAAGGAAAAGCCTATGCTGATGTACGTG 
GT G T C T TAG AT AC T GAT AC AC AAG AT T T CAT T G AGAC C C C T T C AG C T AAAG T AAT T G C AG TTGCTCCT 
GGTAAAAAAACAGGTAGTGCCGATATTCAAGCCATTGTTGACCAAGCTAATACTATCGTTAAACAAGT 
AAC AGAAGC T AAAAT T GGT AC T GCC GAG GT AAGT GT CAT GAT T AC GCGT T C T GT T GAT C AAGAT AAT G 

25 TTAGTCCGGTAGGCAGCCTCATCACAGAGGCTCAACTAGCAATTGCTCGAAAAAGCTGGCCAGATATC 
GAT T T T GCC AT GACAAAT AAT GGT GGC AT T C GT GC T GACT T AC T CAT C AAAC C AGAT GGAAC AAT CAC 
CTGGGGAGCTGCACAAGCAGTTCAACCTTTTGGTAATATCTTACAAGTCGTCGAAATTACTGGTAGAG 
AT CT T T AT AAAGC ACT C AACGAAC AAT AC GAC C AAAAACAAAAT TTCTTCCTT C AAAT AG C T GGT C T G 
C GAT AC AC T T AC AC AGAT AAT AAAGAG G G C G G GG AAG AAAC AC CAT T T AAAGT T G T AAAAG C T T AT AA 

30 ATCAAATGGTGAGGAAATCAATCCTGATGCAAAATACAAATTAGTTATCAATGACTTTTTATTCGGTG 
GTGGTGATGGCTTTGCAAGCTTCAGAAATGCCAAACTTCTAGGAGCCATTAACCCCGATACAGAGGTA 
TTTATGGCCTA.TATCACTGATTTAGAAAAAGCTGGTAAAAAAGTGAGCGTTCCAAATAATAAACCTAA 
AAT C TAT GT C AC TAT GAAG AT GGT T AAT GAAACT AT T AC AC AAAAT GAT GGT AC AC AT AG CAT TAT T A 
AGAAACT T TAT T T AGAT C GAC AAGGAAAT AT T GT AGC ACAAGAGAT T GT AT C AGAC ACT T T AAACC AA 

3 5 AC AAAAT C AAAAT C T AC AAAAAT C AAC C C T G T AAC T AC AAT T C AC AAAAAAC AAT T AC AC C AAT T T AC 
AGC TAT T AAC C C TAT G AGAAAT TAT G G C AAAC CAT C AAAC T C C AC T AC T G T AAAAT C AAAAC AAT T AC 
CAAAAACAAACTCTGAATATGGACAATCATTCCTTATGTCTGTCTTTGGTGTTGGACTTATAGGAATT 
GC T T T AAAT AC AAAG AAAAAAC AT AT GAAA 

40 SEQ ID NO. 81 

MKKKIILKSSVLGLVAGTSIMFSSVFADQVGVQVIGVNDFHGAL DNTGTANM P DGKVANAGT AAQL DA 
YMDDAQKDFKQTNPNGESIRVQAGDMVGASPANSGLLQDEPTVKNFNAMNVEYGTLGNHEFDEGLAEY 
NRIVTGKAPAPDSNINNITKSYPHEAAKQEIWANVIDKVNKQIPYNWKPYAIKNIPVNNKSVNVGFI 
GI VTKDI PNLVLRKN YEQ YE FL DEAET I VKYAKELQAKNVKAI VVLAHVPAT S KND I AEGEAAEMMKK 

45 VNQLFPENSVDIVFAGHNHQYTNGLVGKTRIVQALSQGKAYADVRGVLDTDTQDFIETPSAKVIAVAP 
GKKTGSADIQAIVDQANTIVKQVTEAKIGTAEVSVMITRSVDQDNVSPVGSLITEAQLAIARKSWPDI 
DFAMTNNGGIRADLLIKPDGTITWGAAQAVQPFGNILQVVEITGRDLYKALNEQYDQKQNFFLQIAGL 
RYTYT DNKEGGEETPFKVVKAYKSNGEEINPDAKYKLVINDFLFGGGDGFASFRNAKLLGAINPDTEV 
FMAYITDLEKAGKKVSVPNNKPKIYVTMKMVNETITQNDGTHSIIKKLYLDRQGNIVAQEIVSDTLNQ 

50 TKSKSTKINPVTTIHKKQLHQFTAINPMRNYGKPSNSTTVKSKQLPKTNSEYGQSFLMSVFGVGLIGI 
ALNTKKKHMK 
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GBS 328 may contain an N-terminal leader or signal sequence region which is indicated by 
the underlined sequence at the beginning of SEQ ID NO: 8 1 above. Ih one embodiment, one or more 
amino acids from the leader or signal sequence region of GBS 328 are removed. An example of such 
5 a GBS 328 fragment is set forth below as SEQ ID NO: 82. 



SEQ ED NO: 82 

HGAIiDNTGTANMPDGKVANAGTAAQLDAYMDDAQKDFKQTNPNGESIRVQAGDMVGASPANSGLLQDE 
PTVKNFNAMNVEYGTLGNHEFDEGLAEYNRIVTGKAPAPDSNINNITKSYPHEAAKQEIVVANVIDKV 

10 NKQIPYNWKPYAIKNIPVNNKSVNVGFIGIVTKDIPNLVLRKNYEQYEFLDEAETIVKYAKELQAKNV 
KAIWLAHVPATSKNDIAEGEAAEMMKKVNQLFPENSVDIVFAGHNHQYTNGLVGKTRIVQALSQGKA 
YADVRGVLDTDTQDFIETPSAKVIAVAPGKKTGSADIQAIVDQANTIVKQVTEAKIGTAEVSVMITRS 
VDQDNVSPVGSLITEAQLAIARKSWPDIDFAMTNNGGIRADLLIKPDGTITWGAAQAVQPFGNILQVV 
EITGRDLYKALNEQYDQKQNFFLQIAGLRYTYTDNKEGGEETPFKVVKAYKSNGEEINPDAKYKLVIN 

15 DFLFGGGDGFASFRNAKLLGAINPDTEVFMAYITDLEKAGKKVSVPNNKPKIYVTMKMVNETITQNDG 
THSIIKKLYLDRQGNIVAQEIVSDTLNQTKSKSTKINPVTTIHKKQLHQFTAINPMRNYGKPSNSTTV 
KSKQLPKTNSEYGQSFLMSVFGVGLIGIALNTKKKHMK 

GBS 328 may also contain a transmembrane and/or cytoplasmic domain region. In one 
20 embodiment, one or more amino acids from the transmembrane and/or cytoplasmic domain region of 
GBS 328 are removed. An example of such a GBS 328 fragment is set forth below as SEQ ID NO: 
83. 



SEQ ID NO: 83 

25 MKKKIILKSSVLGLVAGTSIMFSSVFADQVGVQVIGV1SIDFHGALDNTGTANMPDGKVANAGTAAQLDA 
YMDDAQKDFKQTNPNGESIRVQAGDMVGAS PANSGLLQDEPTVKNFNAMNVEYGTLGNHEFDEGLAEY 
NRI VT GKAPAPDS N I NN I TKS YPHEAAKQE I VVANVI DKVNKQI P YNWKP YAI KN I P VNNKS VNVGF I 
G I VT K D I PNL VL RKN YE Q YE FL DE AE T I VK YAKE L QAKN VKAI WL AH V PAT S KN D I AE GE AAEMMKK 
VNQLFPENSVDIVFAGHNHQYTNGLVGKTRIVQALSQGPCAYADVRGVLDTDTQDFIETPSAKVIAVAP 

30 GKKT GSADI QAI VDQANT I VKQVTEAKIGTAE VS VMI TRS VDQDNVS PVGSL I TEAQLAI ARKSWPDI 
DFAMTNNGGIRADLLIKPDGTITWGAAQAVQPFGNILQVVEITGRDLYKALNEQYDQKQNFFLQIAGL 
RYTYTDNKEGGEETPFKWKAYKSNGEEINPDAKYKLVINDFLFGGGDGFASFRNAKLLGAINPDTEV 
FMAY-ITDLEBCAGKKVSVPNNKPKIYVTMKMVNETITQNDGTHSIIKKLYLDRQGNIVAQEIVSDTLNQ 
TKSKSTKINPVTTIHKKQLHQFTAINPMRNYGKPSNSTTVKS 

35 

In one embodiment, one or more amino acids from the leader or signal sequence region and 
one or more amino acids from the transmembrane or cytoplasmic region of GBS 328 are removed. 
An example of such a GBS 328 fragment is set forth below as SEQ ID NO: 84. 



40 SEQ XD NO: 84 

HGALDNTGTANMPDGKVANAGTAAQLDAYMDDAQKDFKQTNPISIGESIRVQAGDMVGASPANSGLLQDE 
PTVKNFNAMNVEYGTLGNHEFDEGLAEYNRIVTGKAPAPDSNINNITKSYPHEAAKQEIVVANVIDKV 
NKQIPYNWKPYAIKNIPVNNKSVNVGFIGIVTKDIPNLVLRKNYEQYEFLDEAETIVKYAKELQAKNV 
KAIWLAHVPATSKNDIAEGEAAEMMKKVNQLFPENSVDIVFAGHNHQYTNGLVGKTRIVQALSQGKA 
45 YADVRGVLDTDTQDFIETPSAKVIAVAPGKKTGSADIQAIVDQANTIVKQVTEAKIGTAEVSVMITRS 
VDQDNVS PVGSL I TEAQLAI ARKS WPDI DFAMTNNGGI RADLL I KPDGT I TWGAAQAVQPFGNILQ W 
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EITGRDLYKALNEQYDQKQNFFLQIAGLRYTYTDNKEGGEETPFKVVKAYKSNGEEINPDAKYKLVIN 

DF3LFGGGDGFASFRNAKLLGAINPDTEVFMAYITDLEKAGKKVSVPNNKPKIYVTMKMVNETITQNDG 

THSIIKKLYLDRQGNIVAQEIVSDTLNQTKSKSTKINPVTTIHKKQLHQFTAINPMRNYGKPSNSTTV 
KS 

5 

GBS656 

GBS 656 refers to a putative DNA-entry nuclease. Nucleotide and amino acid sequences of 
GB S 656 sequenced from serotype V isolated strain 2603 V/R are set forth in Ref. 2 as SEQ ID 9323 
and SEQ ID 9324. These sequences are set forth below as SEQ ID NOS 85 and 86: 

10 

SEQ ID NO. 85 

ATGAAAAGATTACATAAACTGTTTATAACCGTAATTGCTACATTAGGTATGTTGGGGGTAATGACCTT 
TGGTCTTC C AAC G C AG C C G C AAAAC G T AAC GC C G AT AGT AC A T G C T GAT G T C AAT T CAT C T G T T GAT A 
C GZ\G C C AG GAAT T T C AAAAT AAT T T AAAAAAT GC T AT T G GT AAC C T AC CAT T T C AAT AT G T T AAT GG T 

15 AT T TAT GAAT T AAAT AAT AAT CAGAC AAAT T T AAAT GC T GAT GT CAAT GT T AAAGC GT AT GT T C AAAA 
T AC AAT T G AC AAT C AAC AAAGAC TAT C AAC T GC T AAT GC AAT G C T T G AT AGAAC CAT T C G T C AAT AT C 
AA?\AT C G C AG AG AT AC C AC T C T T C C C GAT GC AAAT T G G AAAC CAT TAG G T T G G CAT C AAG T AGC T AC T 
AATGACCATTATGGACATGCAGTCGACAAGGGGCATTTAATTGCCTATGCTTTAGCTGGAAATTTCAA 
AGGTTGGGATGCTTCCGTGTCAAATCCTCAAAATGTTGTCACACAAACAGCTCATTCCAACCAATCAA 

20 ATCAAAAAATCAATCGTGGACAAAATTATTATGAAAGCTTAGTTCGTAAGGCGGTTGACCAAAACAAA 
CGTGTTCGTTACCGTGTAACTCCATTGTACCGTAATGATACTGATTTAGTTCCATTTGCAATGCACCT 
AG AAG C T AAAT C AC AAG AT GGC AC AT T AGAAT T T AAT GT T G C TAT T C C AAAC AC AC AAG CAT CAT AC A 
CTATGGATTATGCAACAGGAGAAATAACACTAAAT 

25 SEQ ID NO. 86 

MKRLHKLFITVIATLGMLGVMTFGLPTQPQNVTPIVHADVNSSVDTSQEFQNNLKNAIGNLPFQYVNG 
IYELNNNQTNLNADVNVKAYVQNTIDNQQRLSTANAMLDRTIRQYQNRRDTTLPDANWKPLGWHQVAT 
NDHYGHAVDKGHLIAYALAGNFKGWDASVSNPQNVVTQTAHSNQSNQKINRGQNYYESLVRKAVDQNK 
RVRYRVTPLYRNDTDLVPFAMHLEAKSQDGTLEFNVAIPNTQASYTMDYATGEITLN 

30 

GBS 67 



The following offers examples of preferred GBS 67 fragments. Nucleotide and amino acid 
sequence of GBS 67 sequences from serotypeV isolated strain 2603 are set forth below as SEQ ID 
NOS: 87 and 88. 

35 SEQ ID NO: 87 

ATGAGAAAATACCAAAAATTTTCTAAAATATTGACGTTAAGTCTTTTTTGTTTGTCGCAAATACCGCT 
TAA.TACCAATGTTTTAGGGGAAAGTACCGTACCGGAAAATGGTGCTAAAGGAAAGTTAGTTGTTAAAA 
AG A C A GAT GAC C AG AAC AAAC C AC T T T C AAAAGC T AC CTTTGTTT T AAAAAC TAG T G C T CAT C C AGAA 

AGTAAAATAGAAAAAGTAACTGCTGAGCTAACAGGTGAAGCTACTTTTGATAATCTCATACCTGGAGA 
40 T T AT AC T T TAT C AG AAG AAAC AG C G C C C GAAGGT T AT AAAAAG AC T AAC CAGAC T T GG C AAG T T AAGG 
T T G AGAGT AAT GGAAAAAC T AC GAT AC AAAAT AGT GGT GAT AAAAAT T CC AC AAT T GGAC AAAAT C AG 
G AA GAAC TAG AT AAG C AG TAT C C C C C C AC AGGAAT T TAT GAAGAT AC AAAG GAAT C T TAT AAAC T T G A 
G C A T GT T AAAGG T T C AG T T C C AAAT G G AAAG T C AG AGGC AAAAG C AG T T AAC C CAT AT T C AAGT G AAG 
GT GAGC AT AT AAGAG AAAT T CC AGAGGGAAC AT TAT C T AAACGT AT T T C AGAAGT AG GT GAT T T AGC T 
45 CAT AAT AAAT AT AAAAT T GAGT T AAC T GT CAGT GGAAAAAC CAT AGT AAAAC CAGT GGACAAAC AAAA 
GCCGTTAGATGTTGTCTTCGTACTCGATAATTCTAACTCAATGAATAACGATGGCCCAAATTTTCAAA 
GGCATAATAAAGCCAAGAAAGCTGCCGAAGCTCTTGGGACCGCAGTAAAAGATATTTTAGGAGCAAAC 
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AGTGATAATAGGGTTGCATTAGTTACCTATGGTTCAGATATTTTTGATGGTAGGAGTGTAGATGTCGT 
AAAAGGAT TT AAAGAAGAT GAT AAAT AT TAT GGCCT T CAAAC T AAGT T CAC AAT T CAGACAGAGAAT T 
AT AG T C AT AAAC AAT T AAC AAAT AAT G C T GAAG AGAT T AT AAAAAG GAT T C C GAC AGAAG C T CC T AAA 
GCTAAGTGGGGATCTACTACCAATGGATTAACTCCAGAGCAACAAAAGGAGTACTATCTTAGTAAAGT 
AGGAGAAACATTTACTATGAAAGCCTTCATGGAGGCAGATGATATTTTGAGTCAAGTAAATCGAAATA 
GTCAAAAAATTATTGTTCATGTAACTGATGGTGTTCCTACGAGATCATATGCTATTAATAATTTTAAA 
CTGGGTGCATCATATGAAAGCCAATTTGAACAAATGAAAAAAAATGGATATCTAAATAAAAGTAATTT 
TCTACTTACTGATAAGCCCGAGGATATAAAAGGAAATGGGGAGAGTTACTTTTTGTTTCCCTTAGATA 
GT T AT CAAAC AC AGAT AAT C T C T GG AAAC T T AC AAAAAC T T CAT TAT T TAG AT T T AAAT C T T AAT TAG 

CCTAAAGGTACAATTTATCGAAATGGACCAGTGAAAGAACATGGAACACCAACCAAACTTTATATAAA 
TAGTTTAAAACAGAAAAATTATGACATTTTTAATTTTGGTATCGATATATCTGGTTTTAGACAAGTTT 
AT AAT G AGGAG T AT AAG AAAAAT C AAGAT G G T AC T T T T C AAAAAT T GAAAGAGGAAG C T T T T AAAC T T 

TCAGATGGAGAAATCACAGAACTAATGAGGTCGTTCTCTTCCAAACCTGAGTACTACACCCCTATCGT 
AAC T T C AGC C GAT AC AT C T AAC AAT GAAAT T T TAT C T AAAAT T C AG C AAC AAT T T G AAAC GAT T T T AA 

CAAAAGAAAACTCAATTGTTAATGGAACTATCGAAGATCCTATGGGTGATAAAATCAATTTACAGCTT 
GGTAATGGACAAACATTACAGCCAAGTGATTATACTTTACAGGGAAATGATGGAAGTGTAATGAAGGA 
TGGTATTGCAACTGGTGGGCCTAATAATGATGGTGGAATACTTAAGGGGGTTAAATTAGAATACATCG 
GAAATAAACTCTATGTTAGAGGTTTGAATTTAGGAGAAGGTCAAAAAGTAACACTCACATATGATGTG 
AAAC T AGAT G AC AGT T T TAT AAGT AAC AAAT T C TAT GACAC T AAT G G TAG AAC AAC AT T GAAT C C T AA 

GTCAGAGGATCCTAATACACTTAGAGATTTTCCAATCCCTAAAATTCGTGATGTGAGAGAATATCCTA 
C AAT AAC GAT T AAAAAC GAGAAGAAG T T AGG T GAAAT T GAAT T T AT AAAAG T T G AT AAAGAT AAT AAT 

AAGTTGCTTCTCAAAGGAGCTACGTTTGAACTTCAAGAATTTAATGAAGATTATAAACTTTATTTACC 
AAT AAAAAAT AAT AAT T C AAAAGT AG T GAC GGGAG AAAAC G GCAAAAT T T C T T AC AAAGAT T T GAAAG 

ATGGCAAATATCAGTTAATAGAAGCAGTTTCGCCGGAGGATTATCAAAAAATTACTAATAAACCAATT 
T T AAC T T T T GAAGT G GT T AAAGGAT C GAT AAAAAAT AT AAT AGC T G T T AAT AAAC AGAT T T C T GAAT A 

TCATGAGGAAGGTGACAAGCATTTAATTACCAACACGCATATTCCACCAAAAGGAATTATTCCTATGA 
CAGGTGGGAAAGGAATTCTATCTTTCATTTTAATAGGTGGAGCTATGATGTCTATTGCAGGTGGAATT 
TAT AT T TGGAAAAGGT AT AAGAAAT C TAGT GAT AT GTCC AT CAAAAAAGAT 

SEQ ID NO: 88 

MRKYQKFS KILTLSL FCL S Q I PLNTNVLGE S T VPENGAKGKL WKKTDDQNKPL SKAT FVLKTTAHPE 
SKIEKVTAELTGEATFDNLIPGDYTLSEETAPEGYKKTNQTWQVKVESNGKTTIQNSGDKNSTIGQNQ 
EELDKQYPPTGI YEDTKES YKLEHVKGSVPNGKSEAKAVNPYSSEGEHIREIPEGTLSKRISEVGDLA 
HNKYKIELTVSGKTIVKPVDKQKPLDWFVLDNSNSMNNDGPNFQRHNKAKKAAEALGTAVKDILGAN 
SDNRVALVTYGSDIFDGRSVDVVKGFKEDDKYYGLQTKFTIQTENYSHKQLTNNAEEIIKRIPTEAPK 
AKWGSTTNGLTPEQQKEYYLSKVGETFTMKAFMEADDILSQVNRNSQKIIVHVTDGVPTRSYAINNFK 
LGASYESQFEQMKKNGYLNKSNFLLTDKPEDIKGNGESYFLFPLDSYQTQIISGNLQKLHYLDLNLNY 
PKGTIYRNGPVKEHGTPTKLYINSLKQKNYDIFNFGIDISGFRQVYNEEYKKNQDGTFQKLKEEAFKL 
SDGEITELMRSFSSKPEYYTPIVTSADTSNNEILSKIQQQFETILTKENSIVNGTIEDPMGDKINLQL 
GNGQTLQPSDYTLQGNDGSVMKDGIATGGPNNDGGILKGVKLEYIGNKLYVRGLNLGEGQKVTLTYDV 
KLDDSFISNKFYDTNGRTTLNPKSEDPNTLRDFPIPKIRDVREYPTITIKNEKKLGEIEFIKVDKDNN 

KLLLKGAT felqefnedyklylpiknnnskvvtgengkis ykdlkdgkyqlieavspedyqkitnkpi 

LTFEWKGSIKNIIAVNKQISEYHEEGDKHLITNTHIPPKGIJPMrGGKGILS FILI GGAMMSIAGGI 
YI WKRYKKS S DMS IKKD 



GBS 67 contains a C-terminus transmembrane region which is indicated by the underlined 
region closest to the C-terminus of SEQ ID NO: 88 above. In one embodiment; one or more amino 
acids from the transmembrane region is removed and or the amino acid is truncated before the 
transmembrane region. An example of such a GBS 67 fragment is set forth below as SEQ ID NO: 89. 
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SEQ ID NO: 89 

MRKYQKFSKILTLSLFCLSQIPLNTNVLGESTVPENGAKGKLVVKKTDDQNKPLSKATFVLKTTAHPE 
SKIEKVTAELTGEATFDNLIPGDYTLSEETAPEGYKKTNQTWQVKVESNGKTTIQNSGDKNSTIGQNQ 
EELDKQYPPTGI YEDTKESYKLEHVKGSVPNGKSEAKAVNPYSSEGEHIREIPEGTLSKRISEVGDLA 
HNKYKIELTVSGKTIVKPVDKQKPLDVVFVLDNSNSMNNDGPNFQRHNKAKKAAEALGTAVKDILGAN 
S DNRVALVTYGS DI FDGRSVDVVKGFKEDDKYYGLQTKFTIQTENYSHKQLTNNAEE IIKRI PTEAPK 
AKWGSTTNGLTPEQQKEYYLSKVGETFTMPCAFMEADDILSQVNRNSQKIIVHVTDGVPTRSYAINNFK 
LGASYESQFEQMKKNGYLNKSNFLLTDKPEDIKGNGESYFLFPLDSYQTQIISGNLQKLHYLDLNLNY 
PKGTIYRNGPVKEHGTPTKLYINSLKQKNYDIFNFGIDISGFRQVYNEEYKKNQDGTFQKLKEEAFKL 
SDGEITELMRSFSSKPEYYTPIVTSADTSNNEILSKIQQQFETILTKENSIVNGTIEDPMGDKINLQL 
GNGQTLQPSDYTLQGNDGSVMKDGIATGGPNNDGGILKGVKLEYIGNKLYVRGLNLGEGQKVTLTYDV 
KLDDSFISNKFYDTNGRTTLNPKSEDPNTLRDFPIPKIRDVREYPTITIKNEKKLGEIEFIKVDKDNN 
KLLLKGATFELQEFNEDYKLYLPIKNNNSKVVTGENGKISYKDLKDGKYQLIEAVSPEDYQKITNKPI 
LTFEVVKGSIKNIIAVNKQISEYHEEGDKHLITNTHIPPKGIIPMTGGKGILS 



GBS 67 contains an amino acid motif indicative of a cell wall anchor (an LPXTG motif): 

SEQ ID NO: 90 IPMTG. (shown in italics in SEQ ID NO: 88 above). In some recombinant host cell 
systems, it may be preferable to remove this motif to facilitate secretion of a recombinant GBS 67 
protein from the host cell. Accordingly, in one preferred fragment of GBS 67 for use in the invention, 
the transmembrane and the cell wall anchor motif are removed from GBS 67. An example of such a 
GBS 67 fragment is set forth below as SEQ ID NO: 91. 

SEQ ED NO: 91 

MRKYQKFSKILTLSLFCLSQI PLNTNVLGESTVPENGAKGKLVVKKTDDQNKPLSKATFVLKTTAHPE 
SKIEKVTAELTGEATFDNLIPGDYTLSEETAPEGYKKTNQTWQVKVESNGKTTIQNSGDKNSTIGQNQ 
EELDKQYPPTGI YE DTKESYKLEHVKGSVPNGKSEAKAVNPYSSEGEHIRE I PEGTLSKRISEVGDLA 
HNKYKIELTVSGKTIVKPVDKQKPLDWFVLDNSNSMNNDGPNFQRHNKAKKAAEALGTAVKDILGAN 
SDNRVALVTYGSDIFDGRSVDWKGFKEDDKYYGLQTKFT I QTENYSHKQLTNNAEEIIKRI PTEAPK 
AKWGSTTNGLTPEQQKEYYLSKVGETFTMKAFMEADDILSQVNRNSQKIIVHVTDGVPTRSYAINNFK 
LGASYESQFEQMKKNGYLNKSNFLLTDKPEDIKGNGESYFLFPLDSYQTQIISGNLQKLHYLDLNLNY 
PKGTIYRNGPVKEHGTPTKLYINSLKQKNYDIFNFGIDISGFRQVYNEEYKKNQDGTFQKLKEEAFKL 
SDGEITELMRSFSSKPEYYTPIVTSADTSNNEILSKIQQQFETILTKENSIVNGTIEDPMGDKINLQL 
GNGQTLQPSDYTLQGNDGSVMKDGIATGGPNNDGGILKGVKLEYIGNKLYVRGLNLGEGQKVTLTYDV 
KLDDSFISNKFYDTNGRTTLNPKSEDPNTLRDFPIPKIRDVREYPTITIKNEKKLGEIEFIKVDKDNN 
KLLLKGATFELQEFNEDYKLYLPIKNNNSKVVTGENGKISYKDLKDGKYQLIEAVSPEDYQKITNKPI 
LTFEWKGSIKNIIAVNKQISEYHEEGDKHLITNTHIPPKGI 

The compositions of the invention may also include combinations including one or more 
known GBS antigens in combination with GBS 80. 

There is an upper limit to the number of GBS antigens which will be in the compositions of 
the invention. Preferably, the number of GBS antigens in a composition of the invention is less than 
20, less than 19, less than 18, less than 17, less than 16, less than 15, less than 14, less than 13, less 
than 12, less than 1 1, less than 10, less than 9, less than 8, less than 7, less than 6, less than 5, less than 
4, or less than 3. Still more preferably, the number of GBS antigens in a composition of the invention 
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is less than 6, less than 5, or less than 4. Still more preferably, the number of GBS antigens in a 
composition of the invention is 3. 

The GBS antigens used in the invention are preferably isolated, i.e., separate and discrete, 
from the whole organism with which the molecule is found in nature or, when the polynucleotide or 
5 polypeptide is not found in nature, is sufficiently free of other biological macromolecules so that the 
polynucleotide or polypeptide can be used for its intended purpose. 

Fusion Proteins 

The GBS antigens used in the invention may be present in the composition as individual 
10 separate polypeptides, but it is preferred that at least two (i.e. 2, 3, 4, 5, 6, 7, 8, 9, 10, 1 1, 12, 13, 14, 
15, 1 6, 17, or 18) of the antigens are expressed as a single polypeptide chain (a "hybrid" or "fusion" 
polypeptide). Such fusion polypeptides offer two principal advantages: first, a polypeptide that may 
be unstable or poorly expressed on its own can be assisted by adding a suitable fusion partner that 
overcomes the problem; second, commercial manufacture is simplified as only one expression and 
1 5 purification need be employed in order to produce two polypeptides which are both antigenically 
useful. 

The fusion polypeptide may comprise two or more polypeptide sequences from the group 
consisting of GBS 80, GBS 91, GBS 104, GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 
338, GBS 361, GBS 404, GBS 690 and GBS 691. Preferably, the polypeptide sequences are selected 

20 from the group consisting of GBS 80, GBS 104 and GBS 322. Most preferably, the fusion peptide 
includes a polypeptide sequence from GBS 80. Accordingly, the invention includes a fusion peptide 
comprising a first amino acid sequence and a second amino acid sequence, wherein said first and 
second amino acid sequences are selected from a GBS antigen or a fragment thereof of the above 
antigen group. Preferably, the first and second amino acid sequences in the fusion polypeptide 

25 comprise different epitopes. 

EXAMPLE 7: Examples of fragments for fusion proteins from 
GBS 80 with GBS 104. and GBS 322 
Examples of GBS fragments for fusion proteins are provided from GBS 322, GBS 104, and 

30 GBS 80. One example of a fragment of GBS 322 in a fusion protein is a 407 amino acid fragment 

with the signal peptide removed. Fragments of GBS 104 may also be incorporated in fusion proteins. 
An example of GBS 104 fragments includes an 830 amino acid fragment, a 359 amino acid fragment 
from near the N-terminus, a 581 amino acid fragment from near the N-terminus, and a 740 amino acid 
fragment from near the N-terminus. Examples of GBS 80 fragments include a 446 amino acid 

35 fragment and a 235 amino acid fragment. Table 13 below summarizes the examples of fragments for 
fusion proteins and their locations within the corresponding full length GBS protein. 
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Table 13: Active Maternal Immunization Assay using combinations of GBS 80 

with GBS 104 and GBS 322 



GBS 


Size (AA) 


SEQEDNO From... to 


322 


407 


92 


25-432 


104 


830 


96 


28-858 


104 Nl 


359 


97 


28-387 


104 N2 


581 


98 


28-609 


104 N3 


740 


99 


28-768 


80 


446 


100 


37-483 


SON 


235 


101 


37-272 



Hybrids (or fusions) consisting of amino acid sequences from two, three, four, five, six, 
seven, eight, nine, or ten GBS antigens are preferred. In particular, hybrids consisting of amino acid 
sequences from two, three, four, or five GBS antigens are preferred. 

Different hybrid polypeptides may be mixed together in a single formulation. Within such 
1 0 combinations, a GBS antigen may be present in more than one hybrid polypeptide and/or as a 

non-hybrid polypeptide. It is preferred, however, that an antigen is present either as a hybrid or as a 
non-hybrid, but not as both. 

Hybrid polypeptides can be represented by the formula NH 2 -A-{-X-L-}„-B-COOH, wherein: 
X is an amino acid sequence of a GBS antigen or a fragment thereof from the antigen group set forth 
15 above; L is an optional linker amino acid sequence; A is an optional N-terminal amino acid sequence; 
B is an optional C-terminal amino acid sequence; and n is 2, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14 or 15. 

If a -X- moiety has a leader peptide sequence in its wild-type form, this may be included or 
omitted in the hybrid protein. In some embodiments, the leader peptides will be deleted except for 
that of the -X- moiety located at the N-terminus of the hybrid protein i.e. the leader peptide of Xi will 
20 be retained, but the leader peptides of X 2 . . . X n will be omitted. This is equivalent to deleting all 
leader peptides and using the leader peptide of Xi as moiety -A-. 

For each n instances of {-X-L-}, linker amino acid sequence -L- may be present or absent. 
For instance, when n=2 the hybrid may be NHs-Xj-Lj-X^Lz-COOH, NH 2 -X!-X 2 -COOH, 
NH 2 -Xi-Li-X 2 -COOH, NH2-Xi-X 2 -L2-COOH, etc. Linker amino acid sequence(s) -L- will typically 
25 be short {e.g. 20 or fewer amino acids i.e. 19, 18, 17, 16, 15, 14, 13, 12, 11, 10, 9, 8, 7, 6, 5, 4, 3, 2, 1). 
Examples comprise short peptide sequences which facilitate cloning, poly-glycine linkers (i.e. 
comprising Gly„ where n = 2, 3, 4, 5, 6, 7, 8, 9, 10 or more), and histidine tags (i.e. His,, where n = 3, 
4, 5, 6, 7, 8, 9, 10 or more). Other suitable linker amino acid sequences will be apparent to those 
skilled in the art. A useful linker is GSGGGG, with the Gly-Ser dipeptide being formed from a 
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BamHL restriction site, thus aiding cloning and manipulation, and the (Gly) 4 tetrapeptide being a 
typical poly-glycine linker. 

-A- is an optional N-terminal amino acid sequence. This will typically be short (e.g. 40 or 
fewer amino acids i.e. 39, 38, 37, 36, 35, 34, 33, 32, 31, 30, 29, 28, 27, 26, 25, 24, 23, 22, 21, 20, 19, 
18, 17, 16, 15, 14, 13, 12, 1 1, 10, 9, 8, 7, 6, 5, 4, 3, 2, 1). Examples include leader sequences to direct 
protein trafficking, or short peptide sequences which facilitate cloning or purification (e.g. histidine 
tags i.e. His,, where n = 3, 4, 5, 6, 7, 8, 9, 10 or more). Other suitable N-terminal amino acid 
sequences will be apparent to those skilled in the art. If Xj lacks its own N-terminus methionine, -A- 
is preferably an oligopeptide (e.g. with 1, 2, 3, 4, 5, 6, 7 or 8 amino acids) which provides a 
N-terminus methionine. 

-B- is an optional C -terminal amino acid sequence. This will typically be short (e.g. 40 or 
fewer amino acids i.e. 39, 38, 37, 36, 35, 34, 33, 32, 31, 30, 29, 28, 27, 26, 25, 24, 23, 22, 21, 20, 19, 
18, 17, 16, 15, 14, 13, 12, 11, 10, 9, 8, 7, 6, 5, 4, 3, 2, 1). Examples include sequences to direct 
protein trafficking, short peptide sequences which facilitate cloning or purification (e.g. comprising 
histidine tags i.e. His,, where n = 3, 4, 5, 6, 7, 8, 9, 10 or more), or sequences which enhance protein 
stability. Other suitable C-terminal amino acid sequences will be apparent to those skilled in the art. 
Most preferably, n is 2 or 3. 

EXAMPLE 8: Active Maternal Immunization Assay using fusion proteins of 
Fragments of GBS 80. GBS 67. and GBS 322 
In this example, fusion proteins of GBS antigens was used in the Active Maternal 

Immunization Assay with an isolate challenge of different GBS strains. In these experiments, the 

challenge dose for the different GBS strains was sufficient to kill approximately 70 - 90% of 

unimmunized pups and is equal to 10 x LD 50% (where LD 50% is the statistically derived Median 

Lethal Dose). The maternal mice were immunized according to the Active Maternal Immunization 

Assay schedule described above with the fusion proteins of a GBS 80 antigen with GBS 322 antigen 

in the GBS strains set forth in Table 14 below. Survival % was observed with the GBS fusion 

proteins. As shown in Table 14, in this particular challenge study, the survival rates for the fusion 

proteins in all of the GBS strains achieved up to 79%. 
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Table 14: Active Maternal Immunization Assay using fusion proteins of 

GBS 80 with GBS 322 





com (m) 


CJB111 (V) 


515 (la) 


DK21 (11) 


2603 (V) 


GBS 


Dead/ 
treated 


Survival 

% 


Dead/ 
treated 


Survival 

% 


Dead/ 
treated 


Survival 

lJUl Til (11 

% 


Dead/ 
treated 


S!iiT*viv5il 

KJ U J. VI V ill 

% 


treated 


Sliii*vivj!l 

% 


80N-322 


16/40 


60 


8/39 


79 
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5 "" 
Nucleic Acids 

The invention also provides nucleic acid encoding the GBS antigens and/or the hybrid fusion 
polypeptides of the invention. Furthermore, the invention provides nucleic acid which can hybridise 
to these nucleic acids, preferably under "high stringency" conditions (e.g. 65°C in a O.lxSSC, 0.5% 
10 SDS solution). 

Polypeptides of the invention can be prepared by various means (e.g. recombinant expression, 
purification from cell culture, chemical synthesis, etc.) and in various forms (e.g. native, fusions, 
non-glycosylated, lipidated, etc.). They are preferably prepared in substantially pure form (i.e. 
substantially free from other GAS or host cell proteins). 

1 5 Nucleic acid according to the invention can be prepared in many ways (e.g. by chemical 

synthesis, from genomic or cDNA libraries, from the organism itself, etc.) and can take various forms 
(e.g. single stranded, double stranded, vectors, probes, etc.). They are preferably prepared in 
substantially pure form (i.e. substantially free from other GBS or host cell nucleic acids). 

The term "nucleic acid 5 ' includes DNA and RNA, and also their analogues, such as those 

20 containing modified backbones (e.g. phosphorothioates, etc.), and also peptide nucleic acids (PNA), 
etc. The invention includes nucleic acid comprising sequences complementary to those described 
above (e.g. for antisense or probing purposes). 

The invention also provides a process for producing a polypeptide of the invention, 
comprising the step of culturing a host cell transformed with nucleic acid of the invention under 

25 conditions which induce polypeptide expression. 
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The invention provides a process for producing a polypeptide of the invention, comprising the 
step of synthesising at least part of the polypeptide by chemical means. 

The invention provides a process for producing nucleic acid of the invention, comprising the 
step of amplifying nucleic acid using a primer-based amplification method (e.g. PCR). 
5 The invention provides a process for producing nucleic acid of the invention, comprising the 

step of synthesising at least part of the nucleic acid by chemical means. 

Purification and Recombinant Expression 

The GBS antigens of the invention may be isolated from Streptococcus agalactiae, or they 
may be recombinant^ produced, for instance, in a heterologous host. Preferably, the GBS antigens 
are prepared using a heterologous host. The heterologous host may be prokaryotic (e.g. a bacterium) 
or eukaryotic. It is preferably E.coli, but other suitable hosts include Bacillus subtilis, Vibrio 
cholerae, Salmonella typhi, Salmonella typhimurium, Neisseria lactamica, Neisseria cinerea, 
Mycobacteria (e.g. M.tuberculosis), yeasts, etc. 

Recombinant production of polypeptides is facilitated by adding a tag protein to the GBS 
antigen to be expressed as a fusion protein comprising the tag protein and the GBS antigen. Such tag 
proteins can facilitate purification, detection and stability of the expressed protein. Tag proteins 
suitable for use in the invention include a polyarginine tag (Arg-tag), polyhistidine tag (His-tag), 
FLAG-tag, Strep-tag, c-myc-tag, S-tag, calmodulin-binding peptide, cellulose-binding domain, SBP- 
tag„ chitin-binding domain, glutathione S-transferase-tag (GST), maltose-binding protein, 
transcription termination anti-terminiantion factor (NusA), E. coli thioredoxin (TrxA) and protein 
disulfide isomerase I (DsbA). Preferred tag proteins include His-tag and GST. A full discussion on 
the use of tag proteins can be found at Ref. 3. 

After purification, the tag proteins may optionally be removed from the expressed fusion 
protein, i.e., by specifically tailored enzymatic treatments known in the art. Commonly used 
proteases include enterokinase, tobacco etch virus (TEV), thrombin, and factor X a . 

GBS polysaccharides 

The compositions of the invention may be further improved by including GBS 
30 polysaccharides. Preferably, the GBS antigen and the saccharide each contribute to the immunological 
response in a recipient. The combination is particularly advantageous where the saccharide and 
polypeptide provide protection from different GBS serotypes. 

The combined antigens may be present as a simple combination where separate saccharide 
and polypeptide antigens are administered together, or they may be present as a conjugated 
35 combination, where the saccharide and polypeptide antigens are covalently linked to each other. 
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Thus the invention provides an immunogenic composition comprising (i) one or more GBS 
polypeptide antigens and (ii) one or more GBS saccharide antigens. The polypeptide and the 
polysaccharide may advantageously be covalently linked to each other to form a conjugate. 

Between them, the combined polypeptide and saccharide antigens preferably cover (or 
5 provide protection from) two or more GBS serotypes (e.g. 2, 3, 4, 5, 6, 7, 8 or more serotypes). The 
serotypes of the polypeptide and saccharide antigens may or may not overlap. For example, the 
polypeptide might protect against serogroup II or V, while the saccharide protects against either 
serogroups la, lb, or III. Preferred combinations protect against the following groups of serotypes: 
(1) serotypes la and lb, (2) serotypes la and II, (3) serotypes la and III, (4) serotypes la and IV, (5) 

1 0 serotypes la and V, (6) serotypes la and VI, (7) serotypes la and VII, (8) serotypes la and VIII, (9) 
serotypes lb and II, (10) serotypes lb and III, (1 1) serotypes lb and IV, (12) serotypes lb and V, (13) 
serotypes lb and VI, (14) serotypes lb and VII, (15) serotypes lb and VIII, 16) serotypes II and III, 
(17) serotypes II and IV, (18) serotypes II and V, (19) serotypes H and VI, (20) serotypes II and VII, 
(21) serotypes n and VII, (22) serotypes III and IV, (23) serotypes HI and V, (24) serotypes HI and 

1 5 VI, (25) serotypes III and VII, (26) serotypes III and VIII, (27) serotypes IV and V, (28) serotypes IV 
and VI, (29) serotypes IV and VII, (30) serotypes IV and VIII, (31) serotypes V and VI, (32) 
serotypes V and VII, (33) serotypes V and VIII, (34) serotypes VI and VII, (35) serotypes VI and 
VIII, and (36) serotypes VII and VIII. 

Still more preferably, the combinations protect against the following groups of serotypes: (1) 

20 serotypes la and II, (2) serotypes la and V, (3) serotypes lb and II, (4) serotypes lb and V, (5) 

serotypes III and n, and (6) serotypes III and V. Most preferably, the combinations protect against 
serotypes HI and V. 

Protection against serotypes II and V is preferably provided by polypeptide antigens. 
Protection against serotypes la, lb and/or in may be polypeptide or saccharide antigens. 

25 In one embodiment, the immunogenic composition comprises a GBS saccharide antigen and 

at least two GBS polypeptide antigens or fragments thereof, wherein said GBS saccharide antigen 
comprises a saccharide selected from GBS serotype la, lb, and III, and wherein said GBS polypeptide 
antigens comprise a combination of at least two polypeptide or a fragment thereof selected from the 
antigen group consisting of GBS 80, GBS 91, GBS 104, GBS 184, GBS 276, GBS 305, GBS 322, 

30 GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, and GBS 691. Preferably, the combination 
includes one or more of GBS 80, GBS 104 and GBS 322. Still more preferably, the combination 
includes GBS 80 or a fragment thereof. 

In certain embodiments, the compositions of the invention do not include a GBS 
polysaccharide. In certain embodiments, the combination does not include one or more of the GBS 

35 antigens selected from the group consisting of GBS 4, GBS 22, GBS 85, GBS 338 and GBS 361. 
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Immunogenic compositions and medicaments 

Compositions of the invention are preferably immunogenic compositions, and are more 
preferably vaccine compositions. The pH of the composition is preferably between 6 and 8, 
preferably about 7. The pH may be maintained by the use of a buffer. The composition may be 
5 sterile and/or pyrogen-free. The composition may be isotonic with respect to humans. 

Vaccines according to the invention may either be prophylactic (i.e. to prevent infection) or 
therapeutic (i.e. to treat infection), but will typically be prophylactic. Accordingly, the invention 
includes a method for the therapeutic or prophylactic treatment of a Streptococcus agalactiae 
infection in an animal susceptible to streptococcal infection comprising administering to said animal a 
10 therapeutic or prophylactic amount of the immunogenic compositions of the invention. 

The invention also provides a composition of the invention for use as a medicament. The 
medicament is preferably able to raise an immune response in a mammal (i.e. it is an immunogenic 
composition) and is more preferably a vaccine. 

The invention also provides the use of the compositions of the invention in the manufacture of 
15 a medicament for raising an immune response in a mammal. The medicament is preferably a vaccine. 

The invention also provides for a kit comprising a first component comprising a combination 
of GBS antigens. 

The invention also provides a delivery device pre-filled with the immunogenic compositions 
of the invention. 

20 The invention also provides a method for raising an immune response in a mammal 

comprising the step of administering an effective amount of a composition of the invention. The 
immune response is preferably protective and preferably involves antibodies and/or cell-mediated 
immunity. The method may raise a booster response. 

The mammal is preferably a human. Where the vaccine is for prophylactic use, the human is 

25 preferably a female (either of child bearing age or a teenager). Alternatively, the human may be 
elderly (e.g., over the age of 50, 55, 60, 65, 70 or 75) and may have an underlying disease such as 
diabetes or cancer. Where the vaccine is for therapeutic use, the human is preferably a pregnant 
female or an elderly adult. 

These uses and methods are preferably for the prevention and/or treatment of a disease caused 

30 by Streptococcus agalactiae. The compositions may also be effective against other streptococcal 
bacteria. 

One way of checking efficacy of therapeutic treatment involves monitoring GBS infection 
after administration of the composition of the invention. One way of checking efficacy of 
prophylactic treatment involves monitoring immune responses against the GBS antigens in the 
35 compositions of the invention after administration of the composition. 
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Compositions of the invention will generally be administered directly to a patient. Direct 
delivery may be accomplished by parenteral injection (e.g. subcutaneously, intraperitoneally, 
intradermally, intravenously, intramuscularly, or to the interstitial space of a tissue), or by rectal, oral 
{e.g. tablet, spray), vaginal, topical, transdermal {e.g. see ref. 4} or transcutaneous {e.g. see refs. 5 & 
6}, intranasal {e.g. see ref. 7}, ocular, aural, pulmonary or other mucosal administration. 

The invention may be used to elicit systemic and/or mucosal immunity. 

Dosage treatment can be a single dose schedule or a multiple dose schedule. Multiple doses 
may be used in a primary immunisation schedule and/or in a booster immunisation schedule. In a 
multiple dose schedule the various doses may be given by the same or different routes e.g. a 
parenteral prime and mucosal boost, a mucosal prime and parenteral boost, etc. 

The compositions of the invention may be prepared in various forms. For example, the 
compositions may be prepared as injectables, either as liquid solutions or suspensions. Solid forms 
suitable for solution in, or suspension in, liquid vehicles prior to injection can also be prepared (e.g. a 
lyophilised composition). The composition may be prepared for topical administration e.g. as an 
ointment, cream or powder. The composition may be prepared for oral administration e.g. as a tablet 
or capsule, as a spray, or as a syrup (optionally flavoured). The composition may be prepared for 
pulmonary administration e.g. as an inhaler, using a fine powder or a spray. The composition may be 
prepared as a suppository or pessary. The composition may be prepared for nasal, aural or ocular 
administration e.g. as drops. The composition may be in kit form, designed such that a combined 
composition is reconstituted just prior to administration to a patient. Such kits may comprise one or 
more antigens in liquid form and one or more lyophilised antigens. 

Immunogenic compositions used as vaccines comprise an immunologically effective amount 
of antigen(s), as well as any other components, as needed. By 'immunologically effective amount 5 , it 
is meant that the administration of that amount to an individual, either in a single dose or as part of a 
series, is effective for treatment or prevention. This amount varies depending upon the health and 
physical condition of the individual to be treated, age, the taxonomic group of individual to be treated 
(e.g. non-human primate, primate, etc.), the capacity of the individual's immune system to synthesise 
antibodies, the degree of protection desired, the formulation of the vaccine, the treating doctor's 
assessment of the medical situation, and other relevant factors. It is expected that the amount will fall 
in a relatively broad range that can be determined through routine trials. 

Further Components of the Composition 

The composition of the invention will typically, in addition to the components mentioned 
above, comprise one or more 'pharmaceutically acceptable carriers', which include any carrier that 
does not itself induce the production of antibodies harmful to the individual receiving the 
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composition. Suitable carriers are typically large, slowly metabolised macromolecules such as 
proteins, polysaccharides, polylactic acids, polyglycolic acids, polymeric amino acids, amino acid 
copolymers, and lipid aggregates (such as oil droplets or liposomes). Such carriers are well known to 
those of ordinary skill in the art. The vaccines may also contain diluents, such as water, saline, 
glycerol, etc. Additionally, auxiliary substances, such as wetting or emulsifying agents, pH buffering 
substances, and the like, may be present. A thorough discussion of pharmaceutical^ acceptable 
excipients is available in reference 8. 

Vaccines of the invention may be administered in conjunction with other immunoregulatory 
agents. In particular, compositions will usually include an adjuvant. 

Preferred further adjuvants include, but are not limited to, one or more of the following set 
forth below: 

A. Mineral Containing Compositions 

Mineral containing compositions suitable for use as adjuvants in the invention include 
mineral salts, such as aluminium salts and calcium salts. The invention includes mineral salts such as 
hydroxides {e.g. oxyhydroxides), phosphates {e.g. hydroxyphoshpates, orthophosphates), sulphates, 
etc. {e.g. see chapters 8 & 9 of ref. 9}), or mixtures of different mineral compounds, with the 
compounds taking any suitable form {e.g. gel, crystalline, amorphous, etc.), and with adsorption being 
preferred. The mineral containing compositions may also be formulated as a particle of metal salt. 
See ref. 10. 

B. Oil-Emulsions 

Oil-emulsion compositions suitable for use as adjuvants in the invention include 
squalene-water emulsions, such as MF59 (5% Squalene, 0.5% Tween 80, and 0.5% Span 85, 
formulated into submicron particles using a microfluidizer). See WO90/14837. See also, Frey et 
aL, "Comparison of the safety, tolerability, and immunogenicity of a MF59-adjuvanted influenza 
vaccine and a non-adjuvanted influenza vaccine in non-elderly adults 55 , Vaccine (2003) 21 :4234 - 
4237. 

Particularly preferred adjuvants for use in the compositions are submicron oil-inwater 
emulsions. Preferred submicron oil-in- water emulsions for use herein are squalene/water 
emulsions optionally containing varying amounts of MTP-PE, such as a submicron oil-in-water 
emulsion containing 4-5% w/v squalene, 0.25-1.0% w/v Tween 80 ™ (polyoxyelthylenesorbitan 
monooleate), and/or 0.25-1.0% Span 85™ (sorbitan trioleate), and, optionally, N-acetylmuramyl- 
L-alanyl-D-isogluatminyl-L-alanine-2-(r-2 f -dipalmitoyl-^-glycero-3- 

huydroxyphosphophoryloxy)-ethylamine (MTP-PE), for example, the submicron oil-in-water 

emulsion known as "MF59" (International Publication No. WO 90/14837; U.S. Patent Nos. 

6,299,884 and 6,451,325, incorporated herein by reference in their entireties; and Ott et al., 
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"MF59 - Design and Evaluation of a Safe and Potent Adjuvant for Human Vaccines" in Vaccine 
Design: The Subunit and Adjuvant Approach (Powell, M.F. and Newman, M.J. eds.) Plenum 
Press, New York, 1995, pp. 277-296). MF59 contains 4-5% w/v Squalene (e.g., 4.3%), 0.25- 
0.5% w/v Tween 80™, and 0.5% w/v Span 85™ and optionally contains various amounts of 
5 MTP-PE, formulated into submicron particles using a microfluidizer such as Model 1 1 0Y 
microfluidizer (Microfluidics, Newton, MA). For example, MTP-PE may be present in an 
amount of about 0-500 [Xg/dose, more preferably 0-250 jag/dose and most preferably, 0-100 
|Lig/dose. As used herein, the term "MF59-0" refers to the above submicron oil-in-water emulsion 
lacking MTP-PE, while the term MF59-MTP denotes a formulation that contains MTP-PE. For 

10 instance, "MF59-100" contains 100 \xg MTP-PE per dose, and so on. MF69, another submicron 
oil-in-water emulsion for use herein, contains 4.3% w/v squalene, 0.25% w/v Tween 80™, and 
0.75% w/v Span 85™ and optionally MTP-PE. Yet another submicron oil-in-water emulsion is 
MF75, also known as SAF, containing 10% squalene, 0.4% Tween 80™, 5% pluronic-blocked 
polymer L121, and thr-MDP, also microfluidized into a submicron emulsion. MF75-MTP 

1 5 denotes an MF75 formulation that includes MTP, such as from 1 00-400 p,g MTP-PE per dose. 

Submicron oil-in-water emulsions, methods of making the same and immunostimulating 
agents, such as muramyl peptides, for use in the compositions, are described in detail in 
International Publication No. WO 901 14837 and U.S. Patent Nos. 6,299,884 and 6,45 1,325, 
incorporated herein by reference in their entireties. 

20 Complete Freund's adjuvant (CFA) and incomplete Freund's adjuvant (IFA) may also be 

used as adjuvants in the invention. 
C Saponin Formulations 

Saponin formulations, may also be used as adjuvants in the invention. Saponins are a 
heterologous group of sterol glycosides and triterpenoid glycosides that are found in the bark, leaves, 

25 stems, roots and even flowers of a wide range of plant species. Saponin from the bark of the Quillaia 
saponaria Molina tree have been widely studied as adjuvants. Saponin can also be commercially 
obtained from Smilax ornata (sarsaprilla), Gypsophilla paniculata (brides veil), and Saponaria 
offlcianalis (soap root). Saponin adjuvant formulations include purified formulations, such as QS21 , 
as well as lipid formulations, such as ISCOMs. 

30 Saponin compositions have been purified using High Performance Thin Layer 

Chromatography (HP-LC) and Reversed Phase High Performance Liquid Chromatography (RP- 
HPLC). Specific purified fractions using these techniques have been identified, including QS7, QS17, 
QS18, QS21, QH-A, QH-B and QH-C. Preferably, the saponin is QS21. A method of production of 
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QS21 is disclosed in U.S. Patent No. 5,057,540. Saponin formulations may also comprise a sterol, 
such as cholesterol (see WO 96/33739). 

Combinations of saponins and cholesterols can be used to form unique particles called 
Immunostimulating Complexs (ISCOMs). ISCOMs typically also include a phospholipid such as 
phosphatidylethanolamine or phosphatidylcholine. Any known saponin can be used in ISCOMs. 
Preferably, the ISCOM includes one or more of Quil A, QHA and QHC. ISCOMs are further 
described in EP 0 109 942, WO 96/1 171 1 and WO 96/33739. Optionally, the ISCOMS may be 
devoid of additional detergent. See ref. 1 1 . 

A review of the development of saponin based adjuvants can be found at ref. 12. 

C. Virosomes and Virus Like Particles (VLPs) 

Virosomes and Virus Like Particles (VLPs) can also be used as adjuvants in the invention. 
These structures generally contain one or more proteins from a virus optionally combined or 
formulated with a phospholipid. They are generally non-pathogenic, non-replicating and generally do 
not contain any of the native viral genome. The viral proteins may be recombinant!/ produced or 
isolated from whole viruses. These viral proteins suitable for use in virosomes or VLPs include 
proteins derived from influenza virus (such as HA or NA), Hepatitis B virus (such as core or capsid 
proteins), Hepatitis E virus, measles virus, Sindbis virus, Rotavirus, Foot-and-Mouth Disease virus, 
Retrovirus, Norwalk virus, human Papilloma virus, HIV, RNA-phages, QB-phage (such as coat 
proteins), GA-phage, fr-phage, AP205 phage, and Ty (such as retrotransposon Ty protein pi). VLPs 
are discussed further in WO 03/024480, WO 03/024481, andRefs. 13, 14, 15 and 16. Virosomes are 
discussed further in, for example, Ref. 17 

D. Bacterial or Microbial Derivatives 

Adjuvants suitable for use in the invention include bacterial or microbial derivatives such as: 

(1) Non-toxic derivatives of enterobacterial lipopolysaccharide (LPS) 

Such derivatives include Monophosphoryl lipid A (MPL) and 3-O-deacylated MPL (3dMPL). 
3dMPL is a mixture of 3 De-O-acylated monophosphoryl lipid A with 4, 5 or 6 acylated chains. A 
preferred "small particle 5 ' form of 3 De-O-acylated monophosphoryl lipid A is disclosed in EP 0 689 
454. Such "small particles 55 of 3dMPL are small enough to be sterile filtered through a 0.22 micron 
membrane (see EP 0 689 454). Other non-toxic LPS derivatives include monophosphoryl lipid A 
mimics, such as aminoalkyl glucosaminide phosphate derivatives e.g. RC-529. See Ref. 18. 

(2) Lipid A Derivatives 

Lipid A derivatives include derivatives of lipid A from Escherichia coli such as OM-174. 
OM-174 is described for example in Ref. 19 and 20. 
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(3) Immunostimulatory oligonucleotides 

Immunostimulatory oligonucleotides suitable for use as adjuvants in the invention include 
nucleotide sequences containing a CpG motif (a sequence containing an unmethylated cytosine 
followed by guanosine and linked by a phosphate bond). Bacterial double stranded KNA or 
oligonucleotides containing palindromic or poly(dG) sequences have also been shown to be 
immunostimulatory. 

The CpG's can include nucleotide modifications/analogs such as phosphorothioate 
modifications and can be double-stranded or single-stranded. Optionally, the guanosine may be 
replaced with an analog such as 2 5 -deoxy-7-deazaguanosine. See ref. 21, WO 02/26757 and WO 
99/62923 for examples of possible analog substitutions. The adjuvant effect of CpG oligonucleotides 
is further discussed in Refs. 22, 23, WO 98/40100, U.S. Patent No. 6,207,646, U.S. Patent No. 
6,239,116, and U.S. Patent No. 6,429,199. 

The CpG sequence may be directed to TLR9, such as the motif GTCGTT or TTCGTT. See 
ref. 24. The CpG sequence may be specific for inducing a Thl immune response, such as a CpG-A 
ODN, or it may be more specific for inducing a B cell response, such a CpG-B ODN. CpG-A and 
CpG-B ODNs are discussed in refs. 25, 26 and WO 01/95935. Preferably, the CpG is a CpG-A ODN. 

Preferably, the CpG oligonucleotide is constructed so that the 5 5 end is accessible for receptor 
recognition. Optionally, two CpG oligonucleotide sequences may be attached at their 3' ends to form 
"immunomers". See, for example, refs. 27, 28, 29 and WO 03/035836. 

(4) ADP-ribosylating toxins and detoxified derivatives thereof. 

Bacterial ADP-ribosylating toxins and detoxified derivatives thereof may be used as 
adjuvants in the invention. Preferably, the protein is derived from£, coli (i.e., E. coli heat labile 
enterotoxin "LT), cholera ("CT"), or pertussis ("PT"). The use of detoxified ADP-ribosylating toxins 
as mucosal adjuvants is described in WO 95/1721 1 and as parenteral adjuvants in WO 98/42375. 
Preferably, the adjuvant is a detoxified LT mutant such as LT-K63. 

E. Human Immunomodulators 

Human immunomodulators suitable for use as adjuvants in the invention include cytokines, 
such as interleukins (e.g. IL-1, IL-2, IL-4, IL-5, IL-6, IL-7, IL-12, etc.), interferons (e.g. interferon-y), 
macrophage colony stimulating factor, and tumor necrosis factor. 

F. Bioadhesives and Mucoadhesives 

Bioadhesives and mucoadhesives may also be used as adjuvants in the invention. Suitable 
bioadhesives include esterified hyaluronic acid microspheres (Ref. 30) or mucoadhesives such as 
cross-linked derivatives of poly(acrylic acid), polyvinyl alcohol, polyvinyl pyrollidone, 
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polysaccharides and carboxymethylcelMose. Chitosan and derivatives thereof may also be used as 
adjuvants in the invention. E.g., ref. 31. 

G. Microparticles 

Microparticles may also be used as adjuvants in the invention. Microparticles (i.e. a particle 
5 of ~100nm to ~150jnm in diameter, more preferably ~200nm to ~30jLtm in diameter, and most 
preferably ~500nm to ~10|im in diameter) formed from materials that are biodegradable and 
non-toxic (e.g. a poly(a-hydroxy acid), a polyhydroxybutyric acid, a polyorthoester, a polyanliydride, 
a polycaprolactone, etc.), with poly(laetide-co-glycolide) are preferred, optionally treated to have a 
negatively-charged surface (e.g. with SDS) or a positively-charged surface (e.g. with a cationic 
1 0 detergent, such as CTAB). 

H. Liposomes 

Examples of liposome formulations suitable for use as adjuvants are described in U.S. Patent 
No. 6,090,406, U.S. Patent No. 5,916,588, andEP 0 626 169. 

I. Polyoxyethvlene ether and Polyoxvethylene Ester Formulations 

1 5 Adjuvants suitable for use in the invention include polyoxyethylene ethers and 

polyoxyethylene esters. Ref. 32. Such formulations further include polyoxyethylene sorbitan ester 
surfactants in combination with an octoxynol (Ref. 33) as well as polyoxyethylene alkyl ethers or 
ester surfactants in combination with at least one additional non-ionic surfactant such as an octoxynol 
(Ref. 34). 

20 Preferred polyoxyethylene ethers are selected from the following group: polyoxyethylene-9- 

lauryl ether (laureth 9), polyoxyethylene-9-steoryl ether, polyoxytheylene-8-steoryl ether, 
polyoxyethylene-4-lauryl ether, polyoxy ethyl ene-3 5 -lauryl ether, and polyoxyethylene-23-lauryl 
ether. 

J. Polvphosphazene ( PCPP) 
25 PCPP formulations are described, for example, in Ref. 35 and 36. 

K. Muramvl peptides 

Examples of muramyl peptides suitable for use as adjuvants in the invention include N-acetyl- 

muramyl-L-threonyl-D-isoglutamine (thr-MDP), N-acetyl-normuramyl-L-alanyl-D-isoglutamine (nor- 

MDP), and N-acetylmuramyl-L-alanyl-D-isoglutaminyl-L-alanine-2-(l , -2 , -dipalmitoyl- 1 s , 7?-glycera-3- 
3 0 hydroxyphosphoryloxy)-ethylamine MTP-PE) . 

L. Imidazoquinolone Compounds . 

Examples of imidazoquinolone compounds suitable for use adjuvants in the invention include 

hniquamod and its homologues, described further in Ref. 37 and 38. 
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The invention may also comprise combinations of aspects of one or more of the adjuvants 
identified above. For example, the following adjuvant compositions may be used in the invention: 

(1) a saponin and an oil-in-water emulsion (ref. 39); 
5 (2) a saponin (e.g.., QS21) + a non-toxic LPS derivative (e.g., 3dMPL) (see WD 

94/00153); 

(3) a saponin (e.g.., QS21) + a non-toxic LPS derivative (e.g., 3dMPL) + a cholesterol; 

(4) a saponin (e.g. QS21) 4- 3dMPL + IL-12 (optionally + a sterol) (Ref. 40); 

(5) combinations of 3dMPL with, for example, QS21 and/or oil-in-water emulsions (Ref. 

10 41); 

(6) SAF, containing 1 0% Squalane, 0.4% Tween 80, 5% pluronic-block polymer LI 21 , 
and thr-MDP, either microfluidized into a submicron emulsion or vortexed to generate a larger 
particle size emulsion. 

(7) Ribi™ adjuvant system (RAS), (Ribi Immunochem) containing 2% Squalene, 0.2% 
1 5 Tween 80, and one or more bacterial cell wall components from the group consisting of 

monophosphorylipid A (MPL), trehalose dimycolate (TDM), and cell wall skeleton (CWS), 
preferably MPL + CWS (Detox™); and 

(8) one or more mineral salts (such as an aluminum salt) + a non-toxic derivative of LPS 
(such as 3dPML). 

20 Aluminium salts and MF59 are preferred adjuvants for parenteral immunisation. Mutant 

bacterial toxins are preferred mucosal adjuvants. 

The composition may include an antibiotic. 
Further antigens 

The compositions of the invention may further comprise one or more additional non-GBS 
25 antigens, including additional bacterial, viral or parasitic antigens. 

In another embodiment, the GBS antigen combinations of the invention are combined with 
one or more additional, non-GBS antigens suitable for use in a vaccine designed to protect elderly or 
immunocomprised individuals. For example, the GBS antigen combinations may be combined with 
an antigen derived from the group consisting of Enterococcus faecalis, Staphylococcus aureus, 
30 Staphylococcus epidermis, Pseudomonas aeruginosa, Legionella pneumophila, Listeria 
monocytogenes, Neisseria meningitides, influenza, and Parainfluenza virus (TIV')- 

Where a saccharide or carbohydrate antigen is used, it is preferably conjugated to a carrier 
protein in order to enhance immunogenicity {e.g. refs. 42 to 51 } . Preferred carrier proteins are 
bacterial toxins or toxoids, such as diphtheria or tetanus toxoids. The CRMi 97 diphtheria toxoid is 
35 particularly preferred {52} . Other carrier polypeptides include the N. meningitidis outer membrane 
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protein {53}, synthetic peptides {54, 55}, heat shock proteins {56, 57}, pertussis proteins {58, 59}, 
protein D from H. influenzae {60}, cytokines {61}, lymphokines, hormones, growth factors, toxin A 
or B from C difficile {62}, iron-uptake proteins {63}, etc. Where a mixture comprises capsular 
saccharides from both serogroups A and C, it may be preferred that the ratio (w/w) of MenA 
saccharide:MenC saccharide is greater than 1 (e.g. 2:1, 3:1, 4:1, 5:1, 10:1 or higher). Different 
saccharides can be conjugated to the same or different type of carrier protein. Any suitable 
conjugation reaction can be used, with any suitable linker where necessary. 

Toxic protein antigens may be detoxified where necessary e.g. detoxification of pertussis 
toxin by chemical and/or genetic means. 

Where a diphtheria antigen is included in the composition it is preferred also to include 
tetanus antigen and pertussis antigens. Similarly, where a tetanus antigen is included it is preferred 
also to include diphtheria and pertussis antigens. Similarly, where a pertussis antigen is included it is 
preferred also to include diphtheria and tetanus antigens. 

Antigens in the composition will typically be present at a concentration of at least 1 jig/ml 
each. In general, the concentration of any given antigen will be sufficient to elicit an immune 
response against that antigen. 

As an alternative to using protein antigens in the composition of the invention, nucleic acid 
encoding the antigen may be used {e.g. refs. 64 to 72} . Protein components of the compositions of 
the invention may thus be replaced by nucleic acid (preferably DNA e.g. in the form of a plasmid) 
that encodes the protein. 

Definitions 

The term "comprising" means "including" as well as "consisting" e.g. a composition 
"comprising" X may consist exclusively of X or may include something additional e.g. X + Y. 

The term "about" in relation to a numerical value x means, for example, x±l 0%. 

References to a percentage sequence identity between two amino acid sequences means that, 
when aligned, that percentage of amino acids are the same in comparing the two sequences. This 
alignment and the percent homology or sequence identity can be determined using software programs 
known in the art, for example those described in section 7.7.1 8 of reference 73. A preferred 
alignment is determined by the Smith-Waterman homology search algorithm using an affme gap 
search with a gap open penalty of 12 and a gap extension penalty of 2, BLOSUM matrix of 62. The 
Smith- Waterman homology search algorithm is disclosed in reference 74. 
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WHAT IS CLAIMED IS: 

1. A composition comprising a combination of two or more GBS antigens, wherein said 
combination includes GBS 80 or a fragment thereof or a polypeptide sequence having 50% or greater 
sequence identity thereto. 

2. The composition of claim 1, wherein said combination of GBS antigens demonstrates 
improved immunogenicity as measured by the Active Maternal Immunization Assay, wherein said 
Active Maternal Immunization Assay measures serum titers of female mice during an immunization 
schedule and percent survival rate of pups after challenge. 

3. The composition of claim 2, wherein the percent survival rate of challenged pups is at least 2 
percentage points higher than the percent survival rate of challenged pups from female mice 
immunized with a single non-GBS 80 antigen . 

4. The composition of claim 1, wherein said combination consists of two GBS antigens. 

5. The composition of claim 1, wherein said combination consists of three GBS antigens. 

6. The composition of claim 1, wherein said combination consists of four GBS antigens. 

7. The composition of claim 1, wherein said combination consists of five GBS antigens. 

8. The composition of claim 1, wherein GBS 80 comprises the amino acid sequence of SEQ ID 
NO 2 or an immunogenic fragment thereof. 

9. The composition of claim 1, wherein the fragment of GBS 80 comprises the amino acid 
sequence selected from the group consisting of SEQ ID NOS: 3, 4, 5, 6, 7, 8, and 9. 

10. The composition of claim 1, said combination consisting of two to thirteen GBS antigens 
selected from the group consisting of GBS 80, GBS 91, GBS 104, GBS 184, GBS 276, GBS 305, 
GBS 322, GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, and GBS 691. 

11. The composition of claim 1, said combination including GBS 80, GBS 104 and GBS 322. 

12. The composition of claim 1, said combination including GBS 80, GBS 104, GBS 276 and 
GBS 322. 

13. The combination of claim 1 wherein said combination comprises at least one of GBS 91, GBS 
104, GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, or 
GBS 691. 
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14. A fusion protein comprising a portion of a GBS 80 antigen and a portion of at least one GBS 
antigen. 

15. The fusion protein of claim 14 wherein said at least one GBS antigen is selected from the 
group consisting of GBS 91, GBS 104 5 GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 338, 
GBS 361, GBS 404, GBS 690, or GBS 691. 

1 6. The fusion protein of claim 15 wherein said at least one GBS antigen is GBS 322. 

17. The fusion protein of claim 16 consisting essentially of a GBS 80 antigen and a GBS 322 
antigen. 

18. A method for the therapeutic or prophylactic treatment of GBS infection in an animal susceptible 
to GBS infection comprising administering to said animal a therapeutic or prophylactic amount of the 
composition of claim 1 . 

19. A method for the manufacture of a medicament for raising an immune response against GBS 
comprising combining a GBS 80 antigen or fragment thereof with at least one GBS polypeptide 
antigen. 

20. The method of claim 19 wherein said at least one GBS polypeptide antigen comprises a 
polypeptide or fragment thereof selected from the antigen group consisting of GBS 91, GBS 104, 
GBS 184, GBS 276, GBS 305, GBS 322, GBS 330, GBS 338, GBS 361, GBS 404, GBS 690, and 
GBS 691. 

21. Use of the compositions of any one of claims 1-17 in the preparation of a medicament for 
treatment of GBS infection. 
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